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Abstract

Bonyriz cinerea (teleomeorph: Benyermia fuckeliana) 15 2 cosmopolitan ascomyeatons
funzus that causes zrey mould on 3 great mumber of plantz by mfecting vanous tiszuesz. In
zrapevme, the fiequent occumence of B. cinerea prior to harvestmgz results senous losses of
fruits and defenioration of wine quality. Information about the populations of plant pathogen
fung: 1= essential for the effective and economic protection A plant pathogemic fungal
population with high level of genetic variation s likely to adapt more rapidly to fungicides or
resistant host plants than populations with hittle or ne genetic variations, and mfrmation on
the level of migration between populations and on the pressnce or absence of sexmal
reproduction within a population may mdicate how rapidly will novel {(fungicid resistant or
more pathogenic) genotvpes spread between populations. Application of the tools provided by
recent advances m population genetics and biology are crucial in gatherng theose information
Characterization of their genotvpe was dons by analvzing M5B] minizatellite sequences and
bv the determination of the presence or abssnce of transposon elements. In gensral sequence
analysis revealed a high degree of genetic diversity and the combination of alleles suggests
the presence of sexual reproduction in the area, while the dizperse distnbution of the genctype
mdicates hizh muizration rate. Based on the zbsence or pressuce of two transpeoszble elements
Boty and Flipper, vacuma, frransposa and flipper type 1solates wers wdentified.

Introduction

Bonyriz cinersa (de Bv) Perz. (telsomoiph: Benryetinia fuckeliana, Whetz) 15 a
cosmopolitan azcomyestous fungus that causes grev mould on 2 great mumber of plants by
mfacting varons tissnes (Coley-Smith st al, 1980}, In grapevine, the frequent occurrence of B.
cimerea prior 1o harvesting resulis serious losses of fiuits and detenoration of wine quality. 5.
cinerea has been shown to have several vanable genetical and physiclogical trazts. Studies on
French and Chilean 1solates revealed the presence of three mirapopulation: (1) sransposa,
having transposable elements Bogy and Flipper, (2) vacuma, having no transposable elements,
and (3) boty contaming transposable element Bogy alone (MWunez, et al 2002). Characterization
of their genctype was done by analyzing M5B1 mimsatellite sequences.

Materials and methods

Isolation: One hundred 1selates of grapevme bermy-infected B, cinerea fom various
locations of the Eger wine disimct were collected. Indiidual strams were obtamed by smgle-



spore 1solations. Potate dexfrose agar (PDA, Scharlan) was wsed as a base mednum. DNA
irolation and derection of manspesable elemeniz: Magnalvzer (Foche) was used for the
disruption of fungal cells. DNA was 1solated with Plant DINA Punfication Kit (Quialrens].
Isolates were tested for the presence of Bogy (848 bp), (Diclex et al. 1994 and Flipper (1230
bpl, (Levis et al 1997} transposon elements with a single PCE reaction (Munoz et al. 20027,
MSE] amplification and seguencing: PCE reactions were performed using Pwo MMaster
(Foche). Prmers and condiions for MSBl werse as described by Girand =t al (1993).
Seqguencing wera done by MWG-biotech, Ebarsherz, Germany.

Fezults and discussion

Isolates confaming only the Flipper tramsposcon element showed the ghest ratio (80%:) of
them, Thiz genctype 13 absent i France and Clale (Mumoz 2002}, The Iransposa elements
contaming 32%, and there are B% vacuma among the isolates. Sequence anzlysiz of
mmisatellite (MSEB1) showed pelvmophism m all the tree DINA fragments, In geneial,
zaquence analysis revealsd a hugh degree of zenetic diversity, with no widespread of clonal
limezges. The amalysiz of MSBl sequences mdicated tree bigger groups. Farsooeny
phvlogenetic analvsis of MSB] zaquences mdicates only one clozely related group {clone) of
B. cinerea. We could not find any gecgraphical preference of the different genotypes groups.

The combmation of alleles suggests the presence of sexmal reproduction m the area, whle the
disperse distnbution of the panotype mdicates high migration rate.
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