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Abstract

There are only few data on the occurrence of p@rasiyxozoans on Malaysian
fishes. Research up to this time has been contedtrzarasites of freshwater fishes
(Molnar et al. 2006a,b; Székelet al. 2009a,b). Most recently a speciddyxobolus
tambroideswas reported from the gills of an appreciated icygy Tor tambroides
collected from the Lake Kenyir Water-reservoir (8¢ et al., 2012). In this study, we
report on collection of new myxosporean speciewéen 2010 and 2013. Three of them
infected freshwater fishes, 1 however was collefteth an estuarine fish host species.
Besides morphological characterization of the sgedbund, we made a molecular
analysis on their 18S rDNA.

Myxobolussp. I. (15% prevalence) was found in the musalsug of d_abiobarbus
sp. (Cyprinidae). The spores showed up an ellipsoidatlbngate ellipsoidal shape in
frontal view, measured 12.2 + 0.85 (10.91-13:6%) in length and 6.7 + 0.96 (5.45-8.18
um) in width. Myxobolussp. Il (10% prevalence) was found@phiocara porocephala
(Gobiidae) collected from Merang Estuarine, Kualarehgganu. The spores of this
Myxobolussp. were roundish or circular shape, 10.3 + 043-£0.6um) in length and
8.6 + 0.38 (7.98-9.26um) in width in valvular view, and biconvex in suglirview.
Myxidium sp. | (66.7% prevalence) was found in the gallddé& of Notopterus
notopterus(Notopteridae). The spores of this species shoelipsoidal to elongate
ovoid shape, 14.7 + 0.6 (13.8-16.08) in length and 6.34 + 0.59 (5.45-7.48) in
width in frontal view.Myxidiumsp. Il (15.4% prevalence) was found in the gadidoler
of Tor tambroideqCyprinidae). Spores d¥lyxidium sp. Il had an oblong to elongate
ovoid shape, and measured 24.1 + 1.0 (23.942%)6in length and 10.6 + 1.0 (9.6-13.2
um) in width in frontal view.

Sequences dflyxobolussp. | resembled t¥. cyprini with 94.6% similarity; while
Myxobolussp. Il showed closest similarity with 78.4% M nagaraensigespectively.
For theMyxidiumsp. |, partial sequences of the specimen showeg¥®8imilarity toM.
cuneiforme while complete sequences Mlyxidium sp. Il specimen collected frof.
tambroidesshowed 87.2% identity tM. anatidum Phylogenetic analyses of the 18S
rDNA were performed to estimate and analyze refatiips between myxozoan entities.
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