
Functional and Structural Mimics of Superoxide Dismutase Enzymes 281

In: Inorganic Biochemistry: Research Progress ISBN 978-1-60456-708-3 
Editors: J. G. Hughes and A. J. Robinson, pp. 281-303 © 2008 Nova Science Publishers, Inc. 
 
 
 
 
Chapter 10 

 
 
 

FUNCTIONAL AND STRUCTURAL MIMICS OF 
SUPEROXIDE DISMUTASE ENZYMES 

 
 

István Pálinkó* 
Department of Organic Chemistry, University of Szeged, 

Dóm tér 8, Szeged, H-6720 Hungary 
 
 

ABSTRACT 
 

Superoxide dismutase (SOD) enzymes form important defence line in living 
organisms. Through a dismutation reaction they transform the highly reactive superoxide 
radical ion to oxygen and hydrogen peroxide. The latter compound is further transformed 
by catalase or peroxidase enzymes to water and oxygen. The overall structure of the 
enzymes and those of the active sites are largely known, thus, it has been revealed that in 
eukaryotes Cu(II) and Zn(II) ions act as cofactors and they are connected with an 
imidazolate bridge and this structural unit is coordinated with amino acids. In prokaryotes 
the SOD enzymes contain Mn(II) or Fe(II) or Ni(II) in their active centres. In order to 
learn about the working mechanism of SOD enzymes at the molecular level various 
structural mimics were prepared and their structural transformations during the 
dismutation reaction was followed. Gathering adequate amount of information allowed 
the preparation of functional mimics that are not necessarily copies of the active sites of 
the enzymes, nevertheless, display considerable SOD activity. Both functional and 
structural mimics are comprehensively dealt with in this review. Although enzymes may 
seem to be attractive catalysts for promoting real-life reactions effectively with high 
selectivity, they can seldom if ever be used under industrial conditions, i.e. at high 
temperatures and pressures. The SOD enzymes for promoting oxygen transfer reactions 
are not durable enough under these conditions either. The complexes mimicking SOD 
activities perform better in this respect, however, their reusabilities are limited, because 
of separation problems. A solution can be the immobilisation of these SOD mimicking 
complexes on solid or semi-solid supports. Even if the activity is not better then the 
support-free complexes, the catalyst can be filtered at the end of the reaction and can 
easily be recycled. Attempts for immobilisation are also comprehensively reviewed and 
immobilised complexes with surprisingly high SOD activities are reported as well. Full 
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characterisation of these materials is given and rationalisation of their exceptionally high 
activities is offered. 
 
 

SUPEROXIDE DISMUTASE (SOD) ENZYMES:  
TYPES, ACTIVE CENTRES, MECHANISMS 

 OF SUPEROXIDE DISMUTATION 
 
Organisms exposed to molecular oxygen obviously encounter reactive oxygen species 

that are formed by the reduction of O2 by oxidoreductases [1]. These species include 
superoxide, O2

.- –, the one-electron-reduced product of dioxygen. High superoxide levels have 
been detected in a number of disorders like diabetes [2], cell death and tissue damage that 
occurs following a stroke or heart attack [3], some neurodegenerative diseases [4-7] and some 
types of cancer are thought to arise from mutations induced by O2

.- damage to DNA [8,9]. 
Organisms have developed two known defences for the reduction and/or oxidation of 
superoxide: the superoxide dismutase (SOD) and the superoxide reductase (SOR) enzymes 
[10–16]. The classical SOD enzymes disproportionate superoxide to hydrogen peroxide and 
dioxygen and at the end of the cycle the metal ion reduced in the first step is oxidised once 
again (it is often called to ping-pong mechanism) [13,14,17]. 

 

 
 
SOR enzymes selectively reduce superoxide to hydrogen peroxide in anaerobic 

organisms without the formation of oxygen as a by-product. 
 
 

Types of SOD Enzymes and the Structure of the Active Centres 
 
In the immediate followings only some structural aspects of the various SOD enzymes 

and their consequences are discussed briefly, and later on SOD-related modelling studies will 
be discussed. 

To date, four types of SOD enzymes have been identified in various living organisms: 
Cu,ZnSOD is found in all eukaryotic species and is also widely distributed in prokaryotes 
[18]; MnSOD is present in many bacteria, mitochondria, and chloroplasts, as well as in the 
cytosol of eukaryotic cells [19]; FeSOD is found in bacteria and several higher plants [20,21]; 
NiSOD enzymes are identified in several bacteria of the Streptomyces genera and several 
Actinomycetes [22]. 

Reduced FeSOD enzymes contain a nonheme iron as a five-coordinated active site 
ligated by three histidine units, an aspartate group, and a H2O/OH- ligand (pKa = 8.5) 
supported by a conserved H-bonding network. FeSODs and MnSODs are homologous, the 
coordination environment at the metallic centres are the same in both enzymes (Figure 1). 
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Figure 1. Overlay of active-site models of Fe(III)SOD (dark) and Mn(III)SOD (light) enzymes based on 
PDB files 1ISB and 1VEW, respectively. The numbering schemes relate to E. coli FeSOD and, in 
parentheses, MnSOD if different. The putative substrate prebinding site of FeSOD is indicated by an 
asterisk (*). Reprinted with permission from Ref. [14], Jackson, T.A.;Brunold, T.C. Acc. Chem. Res. 
2004, 37, 461–470. Copyright @American Chemical Society. 

 

 

Figure 2. The NiSOD enzyme and its active centre. Reprinted with permission from Ref. [22], 
Wuerges, J.; Lee, J.-W.; Yim, Y.-I.; Yim, H.-S.; Kang, S.O.; Carugo, K.D. Proc. Natl. Acad. Sci. USA 
2004, 101, 8569–8574. Copyright @National Academy of Sciences USA. 
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Figure 3. The CuZnSOD enzyme and its active centre based on refs. [23-25]. 

The NiSOD enzyme is a homohexamer consisting of four-helix-bundle subunits. The 
catalytic centre resides in the terminal active-site loop, where the Ni(III) ion is coordinated by 
the amino group of histidine-1, the amide group of cysteine-2, two thiolate groups of 
cysteine-2 and cysteine-6, and the imidazolate nitrogen of histidine-1 as an axial ligand, 
which is lost in the chemically reduced state [22] (Figure 2). 

The coordination environment of the active site in the CuZnSOD enzymes is different 
again [23-25]. The cofactor involved directly in the catalytic cycle is the Cu(II) ion [this is the 
oxidised, while the Cu(I) ion is the reduced state]. The Zn(II) is not involved directly in the 
catalytic action, its role is keeping the structure of the active site and restoring it at the end of 
the catalytic cycle. The coordination environment around the Cu(II) ion is square pyramidal 
having four histidine molecules in the (nearly) equatorial plane coordinating to the copper ion 
through one of their imidazole nitrogens. The fifth position is filled by a weakly bound water 
molecule. One of the histidine molecules is bound to the Zn(II) ion through its other 
imidazole nitrogen (the nitrogen is deprotonated). Beside the imidazolate bridge the zinc(II) 
ion is bonded to an aspartic acid and two histidine molecules. The arrangement is depicted in 
Figure 3. 

 
 

Mechanistic Features 
 
Although the active site structures of these SOD enzyme types are very different, the 

main features of their working mechanisms are very similar. The so-called ping-pong 
mechanism involves O2

.- oxidation at the oxidised form of the catalytically active metal ion 
followed by proton-induced O2

.- reduction at the reduced form [13,14,17]. By poising the 
SOD redox potential about half-way between the potentials at which superoxide is oxidized 
and reduced, the redox active metal centre of SOD is able to both oxidise and reduce the 
superoxide radical anion depending on the protonation states of the nearby residues and the 
oxidation state of the metal. The SOD catalytic cycle does not require an external source of 
electrons. The redox potentials of the SOD metal ion couples are pH-dependent, therefore, the 
catalytic cycle may be driven through changing the available proton concentration [14,26,27]. 
The active sites of SOD enzymes are buried within the protein, which makes it easier to 
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control proton delivery. Details, however, are different. Models do exist for the Cu,ZnSOD as 
well as the Fe(Mn)SOD enzymes. 

The molecular mechanisms that have been developed for the Cu,ZnSOD [23,28], 
MnSOD and FeSOD enzymes [28,29] are depicted in Figures 4 and 5, respectively. 

It is thought that the superoxide anion must bind to the Cu(II) centre, displacing the axial 
water for electron transfer. This binding is assisted by a positive arginine residue at about 5 Å 
from the Cu(II) atom and by the weak binding of the axial water ligand. Electron transfer 
results in loss of oxygen and creates a Cu(I) centre that is three-coordinated and the 
protonated imidazolate binds only to the zinc ion. A second superoxide anion would then bind 
to the open coordination position on Cu(I), followed by inner-sphere electron transfer to 
generate peroxide which is protonated by re-forming the imidazolate bridge. Additional 
protonation would lead to rapid loss of H2O2 and further turnover. It is to be noted that there 
are problems with this mechanism in terms of breaking and forming the imidazolate bridge; 
the turnover rate is too high under saturating superoxide conditions, and, if the zinc ion is 
removed, there is still dismutation with only a limited reduction in the turnover rate. 

The mechanism for the manganese and iron containing enzymes is similar to that of 
Cu,ZnSOD. The major difference is that water binds as hydroxide anion to the oxidized site 
and thus would not be displaced by superoxide anion; instead, the superoxide anion binds to 
increase the coordination number of the metal. Reduction then leads to protonation of the 
bound hydroxide anion to form water, which upon oxidation by a second superoxide anion 
transfers its proton to the resulting peroxide anion. 

Both mechanisms have problems. Attempts for solving them have been made [30,31] and 
probably, there is still room for improvement. Furthermore, mechanistic concept concerning 
how the NiSOD enzyme works does not exist. 
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Figure 4. The mechanism of superoxide dismutation by the Cu,ZnSOD enzyme. 
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Figure 5. The mechanism of superoxide dismutation by the FeSOD or the MnSOD enzymes. 

 
WHY PREPARE AND STUDY MODELS FOR ACTIVE SITES? 

 
Although much has been learnt about the structures of the various SOD enzymes in 

general and their active sites in particular, furthermore, main features of their working 
mechanisms are known, elaborating on missing mechanisms and refining the existing ones 
are still required. This type of research is greatly helped by skilfully chosen model systems, 
structurally and functionally mimicking at least the active sites but even better if their 
environments can be included as well. 

Even though natural SOD enzymes catalyse the removal of the harmful superoxide ion 
from living systems and in preclinical and clinical trials they have shown promising 
therapeutic properties, they suffer as drug candidates primarily from immunogenic response. 
This gives impetus to develop new types of free-radical inhibiting enzyme mimetics to be 
used as pharmaceuticals. Stable low molecular weight metal complexes that can react with 
superoxide anion and efficiently replicate the activity of the native SOD enzyme have the 
potential to become a new generation of drugs for the treatment of diseases of various 
aetiologies. 

On the other hand, there is tremendous interest in finding and developing novel catalytic 
systems (homogeneous or heterogeneous) with high activities and even more importantly, 
with high selectivities. There are no more selective catalysts than enzymes, therefore copying 
or mimicking their active centres, i.e. stealing Nature’s ideas, may be a promising approach in 
achieving these goals. Structural mimicking may lead to immediate results, however, it is not 
always easy, or it does not always lead to durable catalytic materials or it may not be 
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economically feasible. Fortunately, it is occasionally possible to mimic the active sites 
functionally, i.e. applying similar but cheaper or to harsher conditions less sensitive ligands 
without serious loss in activities and selectivities. In order to do it in a sensible way one 
should learn about the minimum structural requirements for keeping the advantageous 
features of the enzymes and then look for suitable ligands. This approach requires the 
synthesis of various models and checking whether they are good functional models or not. Of 
course, full structural characterisation is also of utmost importance. From the industrial point 
of view heterogeneous catalysts are preferred to the homogeneous ones, because work-up 
procedures are more convenient, the catalysts may be easily recovered, regenerated and 
recycled. In order to meet this requirement the model materials are more and more often 
immobilised, and the there is tendency to choose supports that mimic the proteomic skeleton 
as well, hoping that the flexible support may be of help in achieving a conformational 
environment for the active site modelling moieties, similarly to as it happens in the enzymes. 

SOD enzyme mimicking substances may be used in oxygen/electron transfer reactions, 
thus, they may find application at the bench of synthetic chemists and/or e.g., in fine chemical 
industry. Good structural and/or functional models, which are metal complexes with one or 
more central ions, were and are still prepared and some of them were immobilised on rigid as 
well as flexible supports (vide infra). 

 
 

SUPPORT-FREE COMPLEXES MIMICKING 
 THE ACTIVE SITES OF SOD ENZYMES 

 
In this section homogeneous complexes displaying SOD activities is described. Published 

data are overviewed by SOD enzyme types. Within a type the structural model complexes are 
discussed (the ligands are amino acids or peptides) first, then, the functional models follow. 

 
 

FeSOD and MnSOD Enzyme Mimics 
 

Structural Mimics 
Surprisingly, only one experimental structural modelling study could be located 

concerning the active site of the MnSOD and none that of the FeSOD enzymes. There are 
stand-alone theoretical/computational works [32-34] and papers containing molecular 
modelling sections accompanying experimental work with the enzymes of the wild types [35-
39] or mutants [36,40]. All these studies deal with the refinement of the enzymatic 
dismutation reaction mechanism (elementary reaction steps, redox potentials, product 
inhibition of the active site, etc.). The experimental work concerns the synthesis and structural 
characterisation of a Mn(II)–bacitracin complex (for the structure of bacitracin, see Figure 6). 
That part of the complex resembling the active site in the Mn(II)SOD enzyme is seen in 
Figure 7. 
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Figure 6. The chemical structure of bacitracin A (PubChem, Accession code CID 439542). 

 

Figure 7. Structure of the Mn(II)–ligand models derived from metallobacitracin complexes. Reprinted 
with permission from Ref. [41], Piacham, T.; Isarankura-Na-Ayudhya, C.; Nantasenamat, C.; Yainoy, 
S.; Ye, L.; Bülow, L.; Prachayasittikul, V. Biochem. Biophys. Res. Commun. 2006, 341, 925–930. 
Copyright @Elsevier. 
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Functional Mimics 
Many Mn and Fe complexes have been prepared displaying appreciable SOD activities. 

The ligands applied can be classified in the following major groups as reviewed some time 
ago [42], (i) salicyldialdehyde ethylenediimine (salen), (ii) porphyrin and (iii) (1,4,7,10,13-
pentaazacyclopenta-decane) derivatives. The Mn(II) complexes of the last ligand group are 
the most efficient synthetic SOD catalysts known to date (see [43] for relevant citations), and 
these complexes were the first enzyme mimetics tested in humans. It has been postulated that 
in these macrocyclic Mn(II) mimetics the profound conformational rearrangements of the 
macrocyclic pentadentates facilitate subsequent electron transfer and the ligands with high 
conformational mobility may assist SOD activity [44,45]. Salen ligands could be coordinated 
to manganese ions, while either manganese or iron ions can be the central ions with the other 
ligand types. Complexes representative to each ligand class are displayed in Figure 8. 

The review [42] lists other complexes of Mn(II) that have been reported to possess 
modest catalytic SOD activity as monitored by the indirect assay methods. These include the 
Mn(II)(HL)2 complex [H2L = 2,6-bis(benzamidazol-2-yl)pyridine], Mn(II) saccharinate 
[MnII(Sac)2(H2O)4] (the central metal can also be Fe, Co, Ni, Cu or Zn) and Mn(III)bis(2,6-
pydinedicarboxylate) complexes. As far as iron complexes with non-macrocyclic polydentate 
ligands are concerned aminopolycarboxylate complexes of iron(III) (such as EDTA, NTA, 
etc.), an iron(II)-containing pigment (neopurpuratin) containing Fe(II) associated with the D-
pyridine ligand, a number of Fe(III) complexes with tripodal ligands favouring trigonal-
bipyramidal coordination modes (ntb, pb2 or TPAA, see Figure 9) have been reported to be 
SOD mimics. However, it has been shown that the superoxide anion will not reduce 
FeIII(salen) complexes at a rate fast enough for them to be competent SOD catalysts. 
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Figure 8. Representative examples of Mn(III)SOD functional mimic classes, (1) salen, (2) porphirin and 
(3) pentaazacyclopentadecane complexes. 
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Figure 9. Ligands for effective FeSOD mimicking complexes. 

Although the search for complexes effectively catalyzing the dismutation of the 
superoxide ion has not stopped [46-61], new ligands outside the above-described classes 
rarely appear. Let me list some of the novel yet conventional ligands (conventional in the 
sense that they try to copy some important features of the enzymatic active sites). One of 
them is a ligand designed to accurately model the active site of the Fe(III)SOD enzyme [62]. 
It is an N3O tripodal tetradentate ligand: bis(6-pivalamido-2-pyridylmethyl) 
carboxymethyl)amine (bpga) (Figure 10) and the structural model is [Fe(bpga)N3(OCH3)], i.e. 
an azide inhibited Fe(III)SOD enzyme mimic. Other molecules are the tridentate bis(1-
methylimidazol-2-yl)-(4-methoxyphen-1-yl)methanol (Hbmimpm) (Figure 10) and bis[(1-
methylimidazol-2-yl)](2-aminophenyl)methanol (Hbmiapm) and the active site mimicking 
manganese complexes are [MnII(Hbmimpm)2(NO3)](NO3).Et2O, [MnIII 
(bmimpm)2(OAc)].2CH2Cl2, and [MnIII(bmiapm)2(OAc)] .MeOH.H2O.CH2Cl2 (3) 
containing the new ligands [63]. Still another is a novel acyclic, rigid pentadentate chelate, 
2,6-diacetylpyridinebis(semioxamazide) [H2dapsox] that is [43]. The Mn(II) and Fe(III) 
complexes of this ligand showed high SOD activities despite the rigidity of the ligand (Figure 
10). The manganese(III) complexes based on tridentate ligands bearing imidazole and phenol 
moieties (pi, phim, phiim) (Figure 10) also actively catalysed the dismutation of the 
superoxide ion [64]. 
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Figure 10. Ligands for effective FeSOD and MnSOD mimicking complexes (1) H2dapsox, (2) bpga, (3) 
Hbmipm, (4a-c) pi, phim, phiim (for full names, see text). 

The manganese complex was more active, however, the higher stability of the iron 
complex over a very wide pH range ma be advantageous in possible applications. 

Some ligands that do not copy nearly any feature of the enzymatic active sites have also 
been tried and the obtained complexes displayed SOD activities. Iron–flavonoid complexes 
[(–)-epicatechin, luteolin] [65] were active in dismutating the superoxide ion. Curcumin and 
its certain derivatives applied for preparing manganese complexes which also proved to be 
potent SOD enzyme mimics [66]. 

Finally, let me mention that FeCl3 in acetonitrile was found to be very effective in the 
superoxide dismutase reaction [67]. 
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Cu,ZnSOD Enzyme Mimics 
 
Many binuclear and mononuclear complexes having certain level of SOD activity have 

been prepared. The binuclear complexes relate to the active site of Cu,ZnSOD enzymes the 
better, however, it turned out that the presence of the copper ion is only crucial as far as SOD 
activity is concerned. There is SOD activity either the Zn(II) ion is replaced by some other 
ions or there is no other ion at all in the complex, i.e. we are having monometallic copper 
complex of some kind. In the followings, first the Cu–Zn mimics, then, the Cu–other metal 
ion complexes and finally, the mononuclear copper complexes displaying SOD activities are 
reviewed. This sequence applies for both the structural and the functional models. 

 
Structural Mimics 

The obvious, albeit not necessarily easy way of structural modelling would be the 
preparation of Cu,Zn complexes having the amino acids as ligands that are found in the active 
site of the enzyme in the immediate vicinity of the metal ions. It is not easy, since the 
controlled and reproducible synthesis of heterobinuclear complexes with mixed amino acid 
ligands would be needed. I could not locate work of this type. Another approach is trying to 
prepare Cu,Zn heterobinuclear complexes with histidine as ligands, since it is the amino acid, 
which is the most significant in the active site of the enzyme. I could not find work of this 
type either. Yet another approach is having any kind of amino acids or short peptides as 
ligands, but insisting in an imidazolate bridge between the two metal ions (this bridge may 
come from any imidazole-containing derivative). Even relaxing the criteria of being 
functional mimetic in the strict sense (exactly the same amino acids in the same positions as 
in the active sites) afforded only few hits: Na[(glygly)Cu–im–Zn(glygly)] (H2glygly is glycyl-
glycine and imH is imidazole) [68], Na[(glyala)Cu–im–X(glyala)] [H2glyala is glycylalanine, 
X is either Zn(II) or Cu(II)] [69], Na[(Salala)Cu–im–X(Salala)] [Salala is 
salicyledenealiniate, X is Zn(II), Cu(II) or Ni(II)] [70] complexes with SOD activities have 
been prepared. 

Even if mononuclear copper complexes with amino acid or peptide ligands are also 
included in the group (the complexes must have SOD activity though), the number does not 
go up tremendously. The complexes are as follows: [SalalaCu(II)–OH2] [70], [SalalaCu(II)–
im] [70], [Cu(II)dipeptide].nH2O (dipeptides are L-alanine-L-isoleucine, L-alanine-L-
threonine and L-alanine-L-tyrosine] [71], bis[cyclo(histidylhistidine)]Cu(II) [72] Cu(II)-
[histidine]2 [73, 74], Cu(II) complexes of Ac-hisvalhis-NH2 and Ac-hisvalglyasp-NH2 [75], 
Cu(II) complexes of polyaminocarboxylates prepared from ethylene diamine tetraacetate 
(EDTA) conjugated to tyrosine and phenylalanine [76] (for the ligands, see Figure 11). 

There are some theoretical works mainly concerning the mechanism of the dismutation 
reaction by the enzyme. They use a more complete model (both ions and their immediate 
surroundings or even more are included) [77] or a(n) (over)simplified approach (only the 
copper ion and histidine ligands are involved) [78]. They give some insight into the geometric 
arrangement of the active site. 

Many types of copper-amino acid and copper-peptide complexes (either mono-, bi- or 
trinuclear) have been prepared since long (for a review, see e.g. [79]), however, they either do 
not have SOD activity or they were not tested in the dismutation reaction of the superoxide 
radical ion, therefore, they are not included in this review. 
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Figure 11 Polyaminocarboxylic acids and derivatives (1)-(7) – ligands for preparing Cu(II) complexes 
with SOD activities. 

Functional Mimics 
Most functional mimics bear some resemblance (the larger is the similarity the better) to 

the immediate surroundings of the metal ions. These ligand types mostly form chelates 
around the Cu(II) and the Zn(II) ions [or the ions substituting this latter: Cu(II), Ni(II)] and 
there is imidazolate bridge between the ions, i.e. one coordinating nitrogen is given by the 
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bridge to each ion. The ligands were tridentate (diethylenetriamine (dien) [80-82], 
pentamethyldiethylentriamine (pmdt) [83]) or tetradentate (tris(2-aminoethyl)amine (trien) 
[84]) or their mixture [85] (Figure 12). Other tri-and tetradentate ions were also used in 
preparing Cu–O2 complexes used for mimicking copper-containing enzymes (other than the 
Cu,ZnSOD enzyme) as summarised in a review [86]. 

Some novel ligands were also designed and synthesised having enough coordination sites 
in one single molecule to be able to coordinate to two metal ions providing either exactly the 
coordinating atoms that are found in the active site Cu,ZnSOD enzyme [87] (Figure 13), or 
closely resembling them [88-91]. 
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Figure 12. Tridentate (dien, pmdt) and tetradentate (pmdt) ligands used for preparing Cu(II)-containing 
SOD enzyme mimicking complexes. 
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Figure 13. A macrocyclic compound (3,6,9,16,19,22-hexaaza-6,19-bis(2-
hydroxyethyl)tricyclo[22,2,2,211,14]triaconta-1,11,13,24,27,29-hexaene), capable to act as a single 
ligand in homo- or heterobinuclear metal complexes. 
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There are some works where the bridge was not imidazolate but either ethylenediamine 
[92] or oxalate [93] and the Cu,Zn complexes still displayed SOD activities. Binuclear copper 
complexes with SOD activities were prepared with ligands containing a tetrathioether-
tetraamino moiety [94], where the bridge between the metal ions is C or C=C. Pyridazolate-
bridged dicopper complexes with SOD activities have been made too [95]. 

Works exist where there is no bridge at all, but one (N,N’,N”,N’’’-tetra(2-aminoethyl)-
l,l,2,2,-ethanetetraamide [96]), two large molecules (tolfenamic acids [97]) couple the two 
metal ions (two Cu(II) ions in these cases) providing nearly enough coordinating atoms for 
full coordination. The empty coordination sites (if such sites remain) are filled with small 
molecules like water or N,N-dimethylformamide [97]. 

It is known that mononuclear copper complexes may also have SOD activities (for a 
recent review, see [98]). Indeed, not only the presence of the second metal ion is not an 
absolute requirement, but the coordination environment does not have to resemble rigorously 
to that of the metal ions in the enzyme. Various macrocyclic ligands can coordinate to the 
Cu(II) ion through the combination of nitrogen and oxygen atoms [99]. Sulfonamide 
derivatives served as ligands in Cu(II) complexes as well, displaying SOD activities [100-
102]. Cimetidine [103], a substituted benzotriazole [104], various imidazole derivatives [82, 
100,105,106], diethylenetriamine (dien) [82, 106], diethylenetriamine (tren) derivatives 
[105,107,108], phenantroline [109], β-cyclodextrin–homocarnosine conjugates [110], 
(salicylideneimino)benzo-15-crown-5 [111], curcumin, (a conjugated polyphenol with 1,3 
dioxo motif) [112], polypyridylamines [113], mono- and bis-thiosemicarbazones [114]  also 
served as ligands in SOD active mononuclear copper complexes. The copper complexes with 
N4 ligands {like N,N’-bis(2-pyridylmethylene)-1,4-butanediamine [115] and N,N'-bis(2-
pyridyl-phenyl)methylene-l,4-butanediamine [115], N,N’-bis(2-(6-methylpyridyl)methylene)-
1,4-butanediamine [116], N,N'-propylenebis(2-actoylpyridineiminate) [117], 1,8-bis(2-
pyridyl)-2,7-diazaoctadiene-1,7 [118], benzylbisthiosemicarbazone and 3,4,10,11-
tetraphenyl-1,2,5,8,9,12,13-octaazacyclotetradeca-7,14-dithione-2,4,9,11-tetraene [119], 
N,N’-bis-(1-pyridin-2-yl-ethylidene)-propane-1,3-diamine [120] – all are Schiff bases, 6-(9-
fluorenyl)-1,4,8,11-tetraazaandencane-5,7-dione [121]}, 2-amino-N-(2-oxo-2-(2-(pyridin-2-
yl)ethylamino)ethyl)acetamide [122], a mix of ligands (carboxylate, benzimidazole, 1,10-
phenanthroline and bipyridine) [123] and cyanoguanidine (cnge) and o-phenanthroline [124] 
are proved to have SOD activity. 

 
 

MISCELLANEOUS 
 
Mimics of the major types of SOD enzymes encompass the vast majority of the relevant 

original and review papers. However, studies can be found concerning the active site 
mimicking complexes for the NiSOD enzyme and there are, although sporadic but existing 
reports on the SOD activities of metal complexes not having enzyme counterparts. 

The synthesis and structural properties of a nickel complex with the 
hydrotris[thioxotriazolyl-3-(2-pyridyl)]borate has been reported [125]. The coordination 
mode bears some resemblance to the active site of NiSOD, although the SOD activity of the 
complex was not tested. The metal ion is present in a slightly distorted octahedral geometry 
(N4S2 coordination) bound by two ligands that behave in the S,N/N’ coordination mode: one 
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of the three arms of each tripod is bound to the metal ion with the thioxo group, the second 
chelates N/N’ with the triazoline and pyridine nitrogen atoms and the third does not 
participate in the metal coordination. 

Mono- and binuclear Ni(II) complexes with tetradentate N(amine)2S(thiolate)2 ligation 
have been prepared as well [126]. The ligands were as follows: (R,R)-N,N’-bis(1-carboxy-2-
mercaptoethyl)-1,2-diaminoethane, N,N’-bis(2-methyl-2-mercapto-prop-1-yl)-1,3-diamino-
2,2-dimethylpropane or rac-N,N’-bis(2-mercapto-2-methyl-prop-1-yl)-1,3-cyclohexane-
diamine. The complexes were intended as models for Ni-containing metalloenzymes. They 
are hoped to be good SOD mimics, although they have not been tested in the dismutation 
reaction of the superoxide radical anion as yet. As far as the coordination environment is 
concerned, these complexes should be better SOD enzyme functional mimics than the 
previous one. Search for good structural mimetics still goes on and, hopefully it is helped by 
gathering more details about the structure of the active site and its surroundings [127].  

Bis-quinoline-bis-mercaptocobalt(II) was the first SOD active mononuclear cobalt 
complex [128]. The complex is tetrahedral with nitrogen donor atoms from the two quinoline 
ligands and sulphur donor atoms from the two mercapto groups (N2S2 attachment to the 
central ion). SOD activity could also be observed with two Co(II)-sugar complexes (the 
ligands were 3,4,6-tri-O-(2-picolyl)-1,2-O-ethylidene-α-D-galactopyranose and 3,4,6-tri-O-
(2-picolyl)-D-galactal [129] (Figure 14)), where the metal environments were N3O3 
octahedral with 3 pyridines and 3 ether groups from the sugar moiety. 

Synthesis, characterisation and SOD activities of some ruthenium(III)-oxime complexes 
have also been reported some time ago [130]. 
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Figure 14. Sugar derivative as ligands for Co(II) complexes with SOD activities [(1) 3,4,6-tri-O-(2-
picolyl)-1,2-O-ethylidene-α-D-galactopyranose and (2) 3,4,6-tri-O-(2-picolyl)-D-galactal]. 
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SUPPORTED COMPLEXES MIMICKING  
THE ACTIVE SITES OF SOD ENZYMES 

 
Complexes attached or enclosed to or in solid materials can have many applications. Let 

me mention only the perhaps most obvious one: complexes on or in solid surfaces can act as 
heterogeneous catalysts (see, e.g. a recent review [131]), and the immobilised biocomplexes 
are often called bioinspired catalysts (e.g. [132]).  

SOD enzymes or SOD-mimicking complexes (where SOD activity is demonstrated) were 
not too often grafted onto solid or semisolid substances. The enzymes when they are 
deposited onto solids (bonded to electrodes) are used as biosensors [133, 134]. The 
immobilised SOD-mimicking complexes offer the possibility of using them as selective 
oxygen transfer catalysts in “real-life” chemistry, i.e. under higher temperatures than the 
physiological, higher pressures than atmospheric and in a variety of solvents. 

Since the number of papers dealing with surface-grafted SOD-mimicking complexes is 
small, this chapter will not be divided into subchapters. 

An imidazolate-bridged Cu(II)−Zn(II) complex (Cu(II)-diethylene-triamino-µ-
imidazolato-Zn(II)-tris(aminoethyl)amine perchlorate) and their mononuclear substructure 
complexes containing the Cu(II) ion were immobilised in MCM-41 and among the layers of 
montmorillonite by adsorption (attachment occurred mainly through hydrogen bonding) or 
ion exchange [135], onto the surface of silica gel by either adsorption (mainly through 
hydrogen bonding) [106] or covalent grafting [136]. The SOD activity of the complexes were 
measured and it was found that they were all active, however, the most active catalyst was the 
binuclear complex when surface grafting occurred via adsorbing it onto silica gel. The 
activity approached that of the native Cu,ZnSOD enzyme. 

Mononuclear, covalently grafted Cu(II)–amino acid (L-histidine, C- or N-protected L-
histidine) complexes were also prepared using Merrifield’s resin as support [137, 138]. The 
flexible support (polystyrene-co-vinylbenzyl chloride-co-divinyl-benzene) was thought to 
contribute to enhanced SOD activity through helping to assume an optimum conformation for 
the active site. It was observed that the SOD activity was considerably, with more than an 
order of magnitude higher when the protected amino acids were the ligands and not the 
unprotected histidine. The best activity came relatively close to that of the native Cu,ZnSOD 
enzyme. 

Mononuclear Cu(II)–L-tyrosine methylester and Cu(II)–Boc-L-tyrosine complexes were 
built onto chloropropylated silica gel [139] by covalent grafting of the protected amino acids, 
then, allowing complexation either without or with excess of the protected amino acids. By 
varying the solvent of synthesis and the availability of the amino acid derivatives the SOD 
activities of the supported complexes could be severely influenced. The activities were higher 
when ligands were available for complexation in excess, and they were the highest when 
isopropanol was chosen as the solvent of preparation. 

Polymer-supported Mn(II)-, Cu(II)-, Fe(III)- and Co(II)-containing catalysts with SOD 
activities have been prepared by using 1-vinylimidazole or 4-vinylimidazole and 
ethyleneglycol dimethylacrylate as monomers [140]. Polymerisation occurred in the presence 
of the appropriate metal ions. SOD activity was found to be higher when 1-vinylimidazole 
was one of the starting monomer and it decreased in the following order Mn(II) > Co(II) > 
Cu(II) > Fe(III). 
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As it seen from above, works for preparing durable supported catalysts with dismutation 
capabilities have already provided promising results. In the near future these catalysts should 
be tried under conditions generally used in bench synthetic chemistry and in fine chemical 
industrial synthesis. 
 

 
ACKNOWLEDGEMENT 

 
This work was financed by the National Research Fund of Hungary through grant 

K62288. The support is highly appreciated. 
 
 

REFERENCES 
 

[1] Imlay, J.A. J. Biol. Inorg. Chem. 2002, 7, 659–663. 
[2] Maritim, A.C.; Sanders, R.A.; Watkins III, J.B. J. Biochem. Mol. Toxicol. 2003, 17, 

24–38. 
[3] Fortunato, G.; Pastinese, A.; Intrieri, M.; Lofrano, M.M.; Gaeta, G.; Censi, M.B.; 

Boccalatte, A.; Salvatore, F.; Sacchetti, L. Clin. Biochem. 1997, 30, 569–571. 
[4] Kocaturk, P.A.; Akbostanci, M.C.; Tan, F.; Kavas, G.O. Pathophysiology 2000, 7, 63–

67. 
[5] Ihara, Y.; Chuda, M.; Kuroda, S.; Hayabara, T. J. Neurol. Sci. 1999, 170, 90–95. 
[6] De Leo, M.E.; Borrello, S.; Passantino, M.; Palazzotti, B.; Mordente, A.; Daniele, A.; 

Filippini, V.; Galeotti, T.; Masullo, C. Neurosci. Lett. 1998, 250, 173–176. 
[7] Marklund, S.L.; Adolfsson, R.; Gottfries, C.G.; Winblad, B. J. Neurol. Sci. 1985, 67, 

319–325. 
[8] Toh, Y.; Kuninaka, S.; Mori, M.; Oshiro, T.; Ikeda, Y.; Nakashima, H.; Baba, H.; 

Kohnoe, S.; Okamura, T.; Sugimachi, K. Oncology 2000, 59, 223–228. 
[9] Burdon, R.H. Free Rad. Biol. Med. 1995, 18, 775–794. 
[10] Kurtz Jr, D.M. Acc. Chem. Res. 2004, 37, 902–908. 
[11] Nivière, V.; Fontecave, M. J. Biol. Inorg. Chem. 2004, 9, 119–123. 
[12] Kurtz Jr, D.M. J. Inorg. Biochem. 2006, 100, 679–693. 
[13] Miller, A.-F. Curr. Op. Chem. Biol. 2004, 8, 162–168. 
[14] Jackson, T.A.;Brunold, T.C. Acc. Chem. Res. 2004, 37, 461–470. 
[15] Auchere, F.; Rusnak, F. J. Biol. Inorg. Chem. 2002, 7, 664–667. 
[16] Adams, M.W.W.; Jenney Jr, F.E.; Clay, M.D.; Johnson, M.K. J. Biol. Inorg. Chem. 

2002, 7, 647–652. 
[17] Fridovich, I. Acc. Chem. Res. 1972, 5, 321–326. 
[18] Bordo, D., Pesce, A.; Bolognesi, M.; Stroppolo, M.E.; Falconi, M; Desideri, A. In 

Handbook of Metalloproteins; Messerschmidt, A.; Huber, R.; Poulos, T.; Wieghardt, 
Eds.; K. Wiley: Chichester, 2001, pp. 1284–1300. 

[19] Stroupe, M.E.; DiDonato, M.; Tainer, J. A. In Handbook of Metalloproteins; 
Messerschmidt, A.; Huber, R.; Poulos, T.; Wieghardt, K. Eds.; Wiley: Chichester, 
2001, pp. 941–951. 



Functional and Structural Mimics of Superoxide Dismutase Enzymes 299

[20] Miller, A.-F. In Handbook of Metalloproteins; Messerschmidt, A., Huber, R.; Poulos, 
T.; Wieghardt, K. Eds.; Wiley: Chichester, 2001, pp. 668–682. 

[21] Lynch, M.C.; Kuramitsu, H.K. Infect. Immun. 1999, 67, 3367–3375. 
[22] Wuerges, J.; Lee, J.-W.; Yim, Y.-I.; Yim, H.-S.; Kang, S.O.; Carugo, K.D. Proc. Natl. 

Acad. Sci. USA 2004, 101, 8569–8574. 
[23] Tainer, J.A.; Getzoff, E.D.; Richardson, J.S.; Richardson, D.C. Nature 1983, 306, 284–

287. 
[24] Tainer, J.A.; Getzoff, E.D.; Beem, K.M.; Richardson, J.S.; Richardson, D.C. J. Mol. 

Biol. 1982, 160,181–217. 
[25] Branco, R.J.F., Fernandes, P.A.; Ramos, M.J. Theor. Chem. Acc. 2006, 115, 27–31. 
[26] Vance, C.K.; Miller, A.-F. Biochemistry 2001, 40, 13079–13087. 
[27] Vance, C.K.; Miller, A.-F. J. Am. Chem. Soc. 1998, 120, 461–467. 
[28] Holm, R.H.; Kennepohl, P.; Solomon, E.I. Chem. Rev. 1996, 96, 2239–2314. 
[29] Stallings, W.C.; Bull, C.; Fee, J.A.; Lah, M.S.; Ludwig, M.L. In Molecular Biology of 

Free Radical Scavenging Systems; Scandalious, J.G., Ed.; Cold Spring Harbor 
Laboratory Press: Plainview, NY, 1992, pp 193-211. 

[30] Rypniewski, W.R.; Mangani, S.; Bruni, B.; Orioli, P.L.; Casati, M.; Wilson, K. S. J. 
Mol. Biol. 1995, 251, 282–296. 

[31] Whittaker, J.W.; Solomon, E.I. J. Am. Chem. Soc. 1988, 110, 5329–5339. 
[32] Carrasco, R.; Morgenstern-Badaru, I.; Cano, J. Chem. Commun. 2003, 436–437. 
[33] Abreu, I.A.; Rodriguez, J.A.; Cabelli, D.E. J. Phys. Chem. C 2005, 109, 24502–24509. 
[34] Rulísek, L.; Ryde, U. J. Phys. Chem. B 2006, 110, 11511–11518. 
[35] Renault, J.P.; Verchère-Béaur, C.; Morgenstern-Badaru, I. Inorg. Chem. 2000, 39, 

2666–2675. 
[36] Xie, J.; Yikilmaz, Y.; Miller, A.-F.; Brunold, T.C. J. Am. Chem. Soc. 2002, 124, 3769–

3774. 
[37] Jackson, T.A.; Xie, J.; Yikilmaz, E.; Miller, A.-F.; Brunold, T.C. J. Am. Chem. Soc. 

2002, 124, 10833–10845. 
[38] Jackson, T.A.; Karapetian, A.; Miller, A.-F.; Brunold, T.C. J. Am. Chem. Soc. 2004, 

126, 12477–12491. 
[39] Jackson, T.A.; Karapetian, A.; Miller, A.-F.; Brunold, T.C. Biochem. 2005, 44, 

1504−1520. 
[40] Yikilmaz, E.; Xie, J.; Brunold, T.C.; Miller, A.-F. J. Am. Chem. Soc. 2002, 124, 3482–

3483. 
[41] Piacham, T.; Isarankura-Na-Ayudhya, C.; Nantasenamat, C.; Yainoy, S.; Ye, L.; 

Bülow, L.; Prachayasittikul, V. Biochem. Biophys. Res. Commun. 2006, 341, 925–930. 
[42] Riley, D.P. Chem. Rev. 1999, 99, 2573−2587. 
[43] Liu, G.-F.; Filipovic, M.; Heinemann, F.W.; Ivanović-Burmazovic, I. Inorg. Chem. 

2007, 46, 8825−8835. 
[44] Riley, D.P.; Weiss, R.H. J. Am. Chem. Soc. 1994, 116, 387–388. 
[45] Aston, K.; Rath, N.; Naik, A.; Slomczynska, U.; Schall, O.F.; Riley, D.P. Inorg. Chem. 

2001, 40, 1779–1789. 
[46] Dong, Z.; Huang, X.; Mai, S.; Liu, J.; Luo, G.; Shen, J. Chem. Lett. 2005, 34, 820–821. 
[47] Dürr, K.; Macpherson, B.P.; Warratz, R.; Hampel, F.; Tuczek, F.; Helmreich, M.; Jux, 

N.; Ivanović-Burmazovic, I. J. Am. Chem. Soc. 2007, 129, 4217–4228. 



István Pálinkó 300

[48] Dees, A.; Zahl, A.; Puchta, R.; van Eikema Hommes, N.J.R.; Heinemann, F.W.; 
Ivanović-Burmazovic, I. 2007, 46, 2459–2470. 

[49] Kachadourian, R.; Johnson, C.A.; Min, E.; Spasojević, I.; Day, B.J. Biochem. Pharm. 
2004, 67 77–85. 

[50] Lahaye, D.; Muthukumaran, K.; Hung, C.-H.; Gryko, D.; Rebouc¸ J.R.; Spasojević, I.; 
Batinić-Haberle, I.; Lindsey, J.S. Bioorg. Med. Chem. 2007, 15, 7066–7086. 

[51] Moriscot, C.; Candel, S.; Sauret, V.; Kerr-Conte, J.; Richard, M.J.; Favrot, M.C.; 
Benhamou, P.Y. Diabetes & Metabolism 2007, 33, 44–53. 

[52] Batinić-Haberle, I.; Spasojević , I.; Fridovich, I. Free Rad. Biol. Med. 2004, 37, 367–
374. 

[53] Okado-Matsumoto, A.; Batinić´-Haberle, I.; Fridovich, I. Free Rad. Biol. Med. 2004, 
37, 401–410. 

[54] Spasojević , I.; Chen, Y.; Noel, T.J.; Yu, Y.; Cole, M.P.; Zhang, L.; Zhao, Y.; Clair, 
D.K.St.; Batinić-Haberle, I. Free Rad. Biol. Med. 2007, 42, 1193–1200. 

[55] Lin, J.; Tu, C.; Lin, H.; Jiang, P.; Ding, J.; Guo, Z. Inorg. Chem. Commun. 2003, 6, 
262–265. 

[56] Spasojević , I.; Batinić-Haberle, I. Inorg. Chim. Acta 2001, 317, 230–242. 
[57] Kasugai, N.; Murase, T.; Ohse, T.; Nagaoka, S.; Kawakami, H.;  Kubota, S. J. Inorg. 

Biochem. 2002, 91, 349–355. 
[58] Puglisi, A.; Tabb, G.; Vecchio, G. J. Inorg. Biochem. 2004, 98, 969–976. 
[59] do Nascimento, E.; de F. Silva, G.; Caetano, F.A.; Fernandes, M.A.M.; da Silva, D.C.; 

de Carvalho, M.A.M.D.; Pernaut, J.M.; Rebouc, J.S.; Idemori, Y.M. J. Inorg. Biochem. 
2005, 99, 1193–1204. 

[60] Batinić-Haberle, I. Meth. Enzym. 2002, 349, 223−233. 
[61] Batinić-Haberle, I.; Stevens, R.D.; Fridovich, I. J. Porph. Phthalocyan. 2000, 4, 217–

227. 
[62] Yamaguchi, S.; Kumagai, A.; Funhashi, Y.; Jitsukawa, K.; Masuda, H. Inorg. Chem. 

2003, 42, 7698–7700. 
[63] Pursche, D.; Triller, M.U.; Slinn, C.; Reddig, N.; Rompel, A.; Krebs, B. Inorg. Chim. 

Acta 2004, 357, 1695–1702. 
[64] Cisnetti, F.G.; Pelosi, G.; Policar, C. Inorg. Chim. Acta 2007, 360, 557–562 
[65] Kostyuk, V.A.; Potapovich, A.I.; Strigunova, E.N.; Kostyuk, T.V.; Afanas’ev, I.B. Arc. 

Biochem. Biophys. 2004, 428, 204–208. 
[66] Vajragupta, O.; Boonchoong, P.; Watanabe, H.; Tohda, M.; Kummasud, N.; Sumanont, 

Y. Free Rad. Biol. Med. 2003, 35, 1632–1644. 
[67] Foti, M.C.; Ingold, K.U. J. Org. Chem. 2003, 68, 9162–9165. 
[68] Patel, R.N.; Pandeya, K.B. J. Inorg. Biochem. 1998, 72, 109–114. 
[69] Patel, R.N.; Kumar, S.; Pandeya, K.B. Spectrochim. Acta, A 2000, 56, 2791–2797. 
[70] Patel, R.N. Spectrochim. Acta, A 2003, 59, 713–721. 
[71] Facchin, G.; Torre, M.H.; Kremer, E.; Piro, O.E.; Castellano, E.E.; Baran, E.J. J. Inorg. 

Biochem. 2002, 89, 174–180. 
[72] Kubota, S.; Yang, J.T. Proc. Nat. Acad. Sci. USA 1984, 81, 3283-3286. 
[73] Deschamps, P.; Kulkarni, P.P.; Sarkar, B. Inorg. Chem. 2004, 43, 3338–3340. 
[74] Szilágyi, I.; Labádi, I.; Hernadi, K.; Kiss, T.; Pálinkó, I. Stud. Surf. Sci. Catal. 2005, 

158, 1011–1018. 
[75] Bóka, B.; Myari, A.; Sóvágó, I.; Hadjiliadis, N. J. Inorg. Biochem. 2004, 98, 113–122. 



Functional and Structural Mimics of Superoxide Dismutase Enzymes 301

[76] Fisher, A.E.O.; Naughton, D.P. Biomed. Pharmacother. 2005, 59, 158–162. 
[77] Pelmenschikov, V.; Siegbahn, P.E.M. Inorg. Chem. 2005, 44, 331–3320. 
[78] Branco, R.J.F.; Fernandes, P-A.; Ramos, M.J. J. Mol. Struct. THEOCHEM 2005, 729, 

141–146. 
[79] Sundberg, R.J.; Martin, R.B. Chem. Rev. 1974, 74, 471–517. 
[80] Patel, R.N.; Singh, N.; Shrivastava, R.P.; Kumar, S. J. Mol. Liq. 2000, 89, 207–221. 
[81] Patel, R.N.; Kumar, S.; Pandeya, K.B.; Khadikar, P.V. Spectrochim. Acta, A 2002, 58, 

2961–2969; Patel, R.N. J. Mol. Liq. 2005, 122, 104–109. 
[82] Patel, R.N.; Singh, N.; Shukla, K.K.; Chauhan, U.K. Spectrochim. Acta, A 2005, 61, 

287–297. 
[83] Patel, R.N.; Kumar, S.; Pandeya, K.B. J. Inorg. Biochem. 2002, 89, 61–68. 
[84] Singh, N.; Shukla, K.K.; Patel, R.N.; Chauhan, U.K.; Shrivastava, R. Spectrochim. 

Acta, A 2003, 59, 3111–3122. 
[85] Szilágyi, I., Labádi, I., Hernadi, K.; Pálinkó, I.; Nagy, N.V.; Korecz, L., Rockenbauer, 

A.; Kele, Z.; Kiss, T. J. Inorg. Biochem. 2005, 99, 1619–1629; Szilágyi, I.; Nagy, G., 
Hernadi, K., Labádi, I.; Pálinkó, I. J. Mol. Struct. THEOCHEM 2003, 666/667, 451–
453. 

[86] Mirica, L.M.; Ottenwaelder, X.; Stack, D.P. Chem. Rev. 2004, 104, 1013–1045. 
[87] Li, D.; Li, S.; Yang, D.; Yu, J.; Huang, J.; Tang, W. Inorg. Chem. 2003, 42, 6071–

6080. 
[88] Pierre, J.-L.;Chautemps, P., Refaif, S.; Beguin, C., El Marzouki, A.; Serratrice, G.; 

Saint-Aman, E.; Rey, P. J. Am. Chem. Soc. 1995, 117, 1965–1973. 
[89] Tabbi, G.; Driessen, W.L.; Reedijk, J.; Bomono, R.P.; Veldman, N.; Spek, A.L. Inorg. 

Chem. 1997, 36, 1168–1175. 
[90] Ohtsu, H.; Fukuzumi, S. Angew. Chem. Int. Ed. 2000, 39, 4537–4539; Ohtsu, H.; 

Shimazaki, Y.; Odani, A.; Yamauchi, O.; Mori, W.; Itoh, S.; Fukuzumi, S. J. Am. 
Chem. Soc. 2000, 122, 5733–5741. 

[91] Verdejo, B.; Blasco, S.; García-España, E.; Lloret, F.; Pablo Gaviña, P.; Soriano, C.; 
Tatay, S.; Jiménez, H.R.; Doménech, A.; Latorre, J. Dalton 2007, 4726−4737. 

[92] Pryma, O.V.; Petrusenko, S.R.; Kokozay, V.N.; Skelton, B.W.; Shiskin, O.V.; 
Teplystka, T.S. Eur. J. Inorg. Chem. 2003, 1426–1432. 

[93] Patel, R.N.; Singh, N.; Shukla, K.K.; Chauhan, U.K.; Chakraborty, S.; Niclós-Gutiérez, 
J.; Castiñeiras, A. J. Inorg. Biochem. 2004, 98, 231–237. 

[94] Güner, S.; Karaböcek, S. J. Biochem. Mol. Tox. 1998, 12, 53–59. 
[95] Dutta, S.; Padhye, S.; Ahmed, F.; Sarkar, F. Inorg. Chim. Acta 2005, 358, 3617–3624. 
[96] Feng, C.-J.; Luo, Q.-H.; Wang, Z.-L.; Shen, M.-C.; Wang, H.-W.; Zhao, M.-H. J. 

Inorg. Biochem. 1999, 75, l-6. 
[97] Kovala-Demertzi, D.; Galani, A.; Mavroudis A. Demertzis, M.A., Skoulika, S.; 

Kotoglou, C. J. Inorg. Biochem. 2004, 98, 358–364. 
[98] Jarenmark, M.; Carlsson, H.; Nordlander, E. C. R. Chimie 2007, 10, 433−462.  
[99] Autzen, S.; Korth, H.-G.; Boese, R.; de Groot, H.; Sustmann, R. Eur. J. Inorg. Chem. 

2003, 1401−1410. 
[100] Casanova, J.; Alzuet, G.; Ferrer, S.; Latorre, J., Ramírez, J.A.; Borrás, J. Inorg. Chim. 

Acta 2000, 304, 170−177. 
[101] Cejudo-Marín, R.; Alzuet, G.; Ferrer, S., Borrás, J. Inorg. Chem. 2004, 6805−6814. 



István Pálinkó 302

[102] González-Álvarez, M.; Alzuet, G., Borrás, J.; Agudo, L.C., García-Granda, S.; 
Montejo-Bernardo, J.M. J. Inorg. Biochem. 2004, 98, 189–198; González-Álvarez, M.; 
Alzuet, G., Borrás, J.; Agudo, L.C., García-Granda, S.; Montejo-Bernardo, J.M. Inorg. 
Chem. 2005, 44, 9424–9433. 

[103] Kirkova, M.; Atanassova, M.; Russanov, E. Gen. Pharm. 1999, 33, 271–276. 
[104] Skorda, K.; Perlepes, S.P.; Raptopoulo, C.P.; Keuleers, R.; Terzos, A.; Plakatouras, 

J.C. Trans. Met. Chem. 1999, 24, 541–545. 
[105] Abuhijleh, A.L.; Woods, C. Inorg. Chem. Commun. 2002, 5, 269–273. 
[106] Szilágyi, I.; Labádi, I.; Hernadi, K.; Pálinkó, I.; Fekete, I.; L. Korecz, L.; Rockenbauer, 

A.; Kiss, T. New J. Chem. 2005, 29, 740–745. 
[107] Fu, H.; Zhou, Y.-H.; Chen, W.-L.; Deqing, Z.-G.; Tong, M.-L.; Ji, L.-N.; Mao, Z.-W. J. 

Am. Chem. Soc. 2006, 128, 4924–4925. 
[108] Zhou, Y.-H.; Fu, H.; Zhao, W.-X.; Chen, W.-L.; Chen, W.-L.; Su, C.-Y.; Ji, L.-N.; 

Mao, Z.-W. Inorg. Chem. 2007, 46, 734–739. 
[109] Goldstein, S.; Czapski, G. J. Am. Chem. Soc. 1983, 105, 7276–7280. 
[110] Bellia, F.; La Mendola, D.; Maccarrone, G.; Mineo, P.; Vitalini, D.; Scamporrino, E.; 

Sortino, S.; Vecchio, G.; Rizzarelli, E. Inorg. Chim. Acta 2007, 360, 945–954. 
[111] Güner, S.; Karaböcek, S., Kaklikkaya, I. Bioorg. Med. Chem. 1999, 7, 329−333. 
[112] Barik, A.; Mishra, B.; Shen, L.; Mohan, H.; Kadam, R.M.; Dutta, S.; Zhang, H.-Y.; 

Priyadarsini, K.I. Free Rad. Biol. Med. 2005, 39, 811–822; Barik, A.; Mishra, B.; 
Kunwar, A.; Kadam, R.M.; Shen, L.; Dutta, S.; Padhye, S.; Satpati, A.K,; Zhang, H.-
Y.; Priyadarsini, K.I. Eur. J. Med. Chem. 2007, 42, 431−439. 

[113] Jitsukawa, K.; Harata, M.; Arii, H.; Sakurai, H.; Masuda, H. Inorg. Chim. Acta 2001, 
324, 108–116. 

[114] Diaz, A.; Pogni, R.; Cao, R.; Basosi, R. Inorg. Chim. Acta 1998, 275-276, 552−556. 
[115] Mayer, B.; Pfeiffer, S.; Leopold, E.; Müller, J.; Weser, U.; Schmidt, K. Neurosci. Lett. 

1996, 209, 169–172. 
[116] Müller, J.; Schübl, D.; Maichle-Mössmer, C.; Joachim Strähle, J.; Weser, U. J. Inorg. 

Biochem. 1999, 75, 63-69. 
[117] Liu, C.-M.; Xiong, R.-G.; You, X.-Z. Polyhedron 1997, 16, 119-123. 
[118] Zvimba, J.N.; Jackson, G.E. Polyhedron 2007, 26, 2395–2404. 
[119] Ďuračkova, Z.; Mendiola, A.; Sevilla, T.; Valent, A. Bioelectrochem. Bioenerg. 1999, 

48, 109–116. 
[120] Chattopadhyay, S.; Drew, M.G.B.; Ghosh, A. Inorg. Chim. Acta 2006, 359, 4519–

4525. 
[121] Luo, Q.-H.; Zhang, J.-J.; Hu, X.-L.; Jiang, X.-Q.; Shen, M.-C.; Li, F.-M. Inorg. Chim. 

Acta 2004, 357, 66–74. 
[122] Lange, J.; Elias, H.; Paulus, H.; Mü1ler, J.; Weser, U. Inorg. Chem. 2000, 39, 3342–

3349. 
[123] Devereux, M.; O’Shea, D.; O’Connor, M., Grehan, H.; Connor, G.; McCann, M.; 

Rosair, G.; Lyng, F.; Kellett, A.; Walsh, M.; Egan, D.; Thati, B. Polyhedron 2007, 26, 
4073–4084.; Devereux, M.; O’Shea, D.; Kellett, A.; McCann, M.; Walsh, M.; Egan, 
D.; Deegan, C.; Kędziora, K.; Rosair, G.; Müller-Bunz, H. J. Inorg. Biochem. 2007, 
101, 881–892. 



Functional and Structural Mimics of Superoxide Dismutase Enzymes 303

[124] Ferrer, E.G.; Tévez, L.L.L.; Baeza, N.; Correa, M.J.; Okulik, N.; Lezama, L.; Rojo, T.; 
Castellano, E.E.; Piro, O.E.; Williams, P.A.M. J. Inorg. Biochem. 2007, 101, 741–749. 

[125] Gennari, M.; Giannetto, M.; Lanfranchi, M.; Marchiò, L.; Pellinghelli, M.A.; Tegoni, 
M. Polyhedron 2004, 23, 1829–1835. 

[126] Stibrany, R.T.; Fox, S.; Bharadwaj, P.K.; Schugar, H.J.; Potenza, J.A. Inorg. Chem. 
2005, 44, 8234−8242. 

[127] Fiedler, A.T.; Bryngelson, P.A.; Maroney, M.J.; Brunold, T.C. J. Am. Chem. Soc. 2005, 
127, 5449−5462. 

[128] Anacona, J.R.; Azocar, M.; Nusetti, O.; Rodriguez-Barbarin, C. Trans. Metal Chem. 
2003, 28, 24−28. 

[129] Bellot, F.; Hardré, R.; Pelosi, G.; Thérisod, M.; Policar, C. Chem. Commun. 2005, 
5414−5416. 

[130] Ramadan, A.E.M.; El-Mehasseb, I.M. Trans. Metal. Chem. 1997, 22, 529−534. 
[131] Haag, R.; Roller, S. Top. Curr. Chem. 2004, 242, 1−42. 
[132] Weckhuysen, B.M.; Leeman, H.; Schoonheydt, R.A. PCCP 1999, 1, 2875−2880; 

Mesu, G.J.; Visser, T.; Beale, A.M.; Soulimani, F.; Weckhuysen, B.M. Chem. Eur. J. 
2006, 12, 7167−7177; Kervinen, K.; Bruijnincx, P.C.A.; Beale, A.M.; Mesu, J.G.; van 
Koten, G.; Gebbink, R.J.M.K.; Weckhuysen, B.M. J. Am. Chem. Soc. 2006, 128, 
3208−3217. 

[133] Endo, K.; Miyasaka, T.; Mochizuki, S.; Aoyagi, S.; Himi, N.; Asahara, H.; Tsujioka, 
K.; Sakai, K. Sensors and Actuators B 2002, 83, 30-34. 

[134] Beissenhirtz, M.K.; Scheller, F.W.; Viezzoli, M.S.; Lisdat, F. Anal. Chem. 2006, 78, 
928−935. 

[135] Hernadi, K.; Méhn, D.; Labádi, I.; Pálinkó, I.; Sitkei, E.; Kiricsi, I. Stud. Surf. Sci. 
Catal. 2002, 142, 85−92. 

[136] Szilágyi, I.; Labádi, I.; Hernadi, K.; Pálinkó, I.; Kiss, T. J. Mol. Struct. 2005, 744-747, 
495−500. 

[137] Berkesi, O.; Szabó, T.; Korbély, B.; Hernadi, K.; Pálinkó, I. Forum Acusticum 2005, 
1459−1463. 

[138] Szilágyi, I.; Berkesi, O.; Sipiczki, M.; Pálinkó, I.; Korecz, L.; Rockenbauer, A. Catal. 
Lett. (in press). 

[139] Pálinkó, I.; Ordasi, A.; Kiss, J.T.; Labádi, I. AIP Conf. Proc. ICOPVS 2008 
(International Conference on Perspectives in Vibrational Spectroscopy), American 
Institute of Physics, Woodbury, New York, 2008 (accepted). 

[140] Piacham, T.; Ayudhya, C.I.N.; Prachayasittikul, V.; Bülow, L.; Ye, L. Chem. Commun. 
2003, 1254−1255. 

 


	Functional and Structural Mimics of Superoxide Dismutase Enzymes
	Abstract
	Superoxide Dismutase (SOD) Enzymes: �Types, Active Centres, Mechanisms� of Superoxide Dismutation
	Types of SOD Enzymes and the Structure of the Active Centres
	Mechanistic Features

	Why Prepare and Study Models for Active Sites?
	Support-free Complexes Mimicking� the Active Sites of SOD Enzymes
	FeSOD and MnSOD Enzyme Mimics
	Structural Mimics
	Functional Mimics

	Cu,ZnSOD Enzyme Mimics
	Structural Mimics
	Functional Mimics


	Miscellaneous
	Supported Complexes Mimicking �the Active Sites of SOD Enzymes
	Acknowledgement
	References


