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SUPPLEMENTARY INFORMATION

File S1. The DNA sequence of MYC and THAP11 gene bodies and promoters. Sequences retrieved  from Genbank. Exons were outlined manually using bold fonts. Gene body: transcription start site (TSS) to the end of the transcript. Promoter: +2.5 KB DNA sequence upstream the TSS. 

Bovine MYC
>NC_037341.1:c12662116-12653171 Bos taurus isolate L1 Dominette 01449 registration number 42190680 breed Hereford chromosome 14, ARS-UCD1.2, whole genome shotgun sequence
TTGGGTCATCTCGAAAGATATTATTAGTTTTAAATTCCCTTGCCATTTCTCAACCCAGAAAATGTCTCTT CTAGGTCAAATGGCTCTTTAAAATTACTAAAAGAAAGATAGAGAGGTCCCTTAAGACAAGCCTTGCTGAG ACATGGCTTTCCATTTCTTCGGCTGTGAAATGGGATGGCCCCTACCTTATTTGGAAGCACAAAACTCCAG GCTGCTACTTGAAAATAACACCACAGTTGATACTACTAGCCTGGGAGAGAAGGCTGAGTCCTGAACCCAC CAACAGCATCTCTGCTTGGGGTTCACATCACCTACACATGGCTGGCATGGTTTGGTAGTCAGACCTTAAG ACAGGTATAACAGCCATCTTTAGCAACTTTCAGAAACTACCATCTGAGGTCAAACTAGACCTACTTTTAT TGTTGTTGCTTGATTTATTGGTTTTGAATTTGTGTGTGTGTGTGTGTGTGTTTCTTGCCACAGTAGAGAG CAGTCATTCAGGCTCCATTCAGTCATTCAGATTCCTAGGAAAACAACCCAAGAGACCTCTTCCAGGAAGG AGTTCCTGCTGTCACGTTTCCTGAGGATCTATCAGGTGATAAGACACTGTCAAGCATCCTTCTGGTCACA GAGACCTATCTGAAATATTCACACTCATTAAACATGCTATGTAAATTTCCTGCTCATTTACTTCCACCTT TATCGCTCAGTTGTTTTGATATGAAAGCTTTTTATTAAAATGATCCTTTACACTTTTTTCCCAGTGGAAT CCCAAATGCCCCCCCTTCATCGTTATGAAAACATCTGGCTCTTCACCAATTTTTTTTTTCATTTAAATAA AGCAGTAAGCAAAACTAACTCCTCACCTTTCCCTTTGACTCCACTTCCCCAATAAATCTAACGTCTTTCT CTAAAACTTGGTGGCTAGATGATTGGTTTCCACGGTGTGTAGTCTAATGCGTGTTTTGCTGCTTTAGAAT TTTGCTGGAATATTTTTCATGTGTATACTTGTTAATTATTTCACCGTTTCCCATAAATGGAATCAGCTCT CTATAGGGTGATGTTCGTTGTCTGTAAGTGCCTGCGTGCTCAGTTGCTCAGTCATGTCCGACTCTGCGAC CCCATGGATGATAACCTGCCAGGCTCCTCTGTCCACGGGATTTCTTCAGGCAAGAATACTGGAATGGGTT GCCATTGCCGCCTTCAGGGGATCTTCTCGACTCAGGGATCGAACCTGCATCTCCTGCGTCTCCCGCATTG GAAAGCAGATTCACCACTTAGCCACCTAGGAAGCCTGACCGTGTAGCTATGGGTTAATTTTCACCACCTC TTATGCAGTTGGACAGCCGCCTCTGAACCACTCTTCTCTCCAGTGATTCCTCTTCTTTCCACCTCTCTGC AGTTGGCCTGAAGGAATCATAAAACGGCGGCTGGAAACTCAATTTAAGGAACCGCCCCTTCCTCAGCCCG GTGCTCCGGGACGCCCCTGCCCCCACCCGACCCGCCAGCCCTCAGCTGGCATCCGGACGCAGCGACCTAG GCTGCCAGTAGAGGGCACACTTACTTTAACTTTCGCAAACCTGGGGCGCGGGTGCAGCTCTGGGAGGGGG CAGGGAAAGACGCTTTGCAGCAAAACCCTGGCTAGGGATTGGTCACTTGCGTTTTCGGCAAAGACCTGGA GGCTGGAGGAATTTGCAGTCCTTAAAACCGACTTGTGCCTTGTGCCTGATTTGGAGGAAGTTACTACTCT TTTAACAATCGAACGCCGAGCAGCAAACTCAACGGGTAATAATTTATCTCAAACACAAGCATGACATAGG CGAGCCCTCCCTGTCCCGAATTTTTTTTTCACTTTTGGAAGGAGGGGGAAGAGGCGTGGAAAAGTTTACT TATAACGCCCTTGGATGAGGGACCGGGGCTGGGATAGAGCCTCTGTATAATGCAGAATAGTAAATCCCTA GGGGATATGCATTATATGTTAAATATAGATTCATTGAGGGAGTGAACAAATCATGTGTCGTGTTGGGCAA AATTCTAGGTCGACGTGAACATGAAAAGTATACAGATGTACGTGGATTCTATTATACATACACACTTACT ATGGTATTCAGAAAAAAATTTAAGAGTCAGTGAGCTAGGAAATCAATGCCTGAAATTCGGCCAATTTTTA ATTGGCTCAAGACACTGCCAGTCCCCCTCCACCCCAAGAAACGGAAGTAATACTTGGCTCCTCTCCTTAG ATGAGAATCGATGCATTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGATTTCGAGTCCAAT GATAAAGAGAAAAGCAGACCCAGAAAGGAAGTCAACGTCCGGTTTGTCCAAGCAGGAAAGAGTTAACGGT TTTCCTTACCGGGGACTCTGCCGACTCCCCAGGCAGGATCCGCCGGCTCGCCCCCTTCCCTCTTCTGGGG AGTCTGGTCCCGCGGCTCGCGCCCCCCTCCCCCGGGCTGTATCCTCCCGTCTAGCGCCTTTCATTTTTCC CCAAACCTGGGAGCCCAAGAGTGGTGCAAACCGGCGCCACGGGGCGCAAAGAGGATTCGTCTCTTTTCTG AAACCTGGCTGCGGAATTGGGAACTCCGAGAGAGAGGCGCGGGGGTGGGATGGGGGTGTAGACGGACGGG GGTGGTCCCCCGCGGCGCGCACCCGCGGGCGCGCTCCTCCCTTACTCCAGCTCCGGAACCCGCAGAAAGA TCTCAGGGATTAGCGCGTACCGCGGGGAGGCTGGGGGAGAGGAACGCTGGCCCCCGCGGAGATACGTGTA GGTCTGCGCGGGCAGGGCCAGGAGTGGGGGCCCTCTGAGACTTTGGCAGCAATCGGGGGATTCATTGTGG
17


GTGGAAGGTGCCCAGTCGAGAAAGCTGCGCACACCCAGAATGCATAACACCCCCAACAAATGCAATGGGT GTTTATTCACAACGCGCTCTCCAAGTATACGTGGCAGCGCGTTGCTGAATTATTTTAGTAATTCCAGGCA CCATTTTTCTTCCGTATACCTCTGATCAGGTATCCCATTGACACTTAAAAAACTCCCCGGCAAACACACA CTCAGAGCGCGCGCCCATCAATACCCCTTCTTTCCTCCTCTCTTCGCAGGAGTTATTTTCCAAAGGCTGC CCCTTCCCCGGCCTTAGGGAGGCGCCCTTCCACCCGGACGTGCATGGCGCAGCCGTGGGTACACGGTGTA TTCTCAGCGTCGAGGGATCAGCGGTTCTGCCCCAGATGATTTAAGAACACAGGACAAGTATGCGGTTTGT CCAACACAGCGCTGCTCCAGAGGAACCAAGCAGCGCAGAGAGACGGTTTGAGCGGGAGCAAAAGAAAATG GTAGGCGAGCGCAGTTAATTCATGCGGCGCTCTGACCGTGTTTACACCCGAGAGCTCGACGCAATGGAGT GCCAGGCTCAAAGAGCTGAATCTCCTCCCCTCCTCACCAGCGCCCCTCCCGGGTTCCTAAAGCAGAGAGC GGGGGAGACAGAAAAAAGATCCTCTCTGGTGAGTCCCCGCCCACCAGCCCTTTATAGGCGAGGGTCTCCG CTGCGGAGGACCCCCCGGCTGCGCATCTCGCGGCTACCGCTGCGGCTGGCTCGCCGCGGCCGCCGCCTGG CTCCACCACTGCCTGGAAGGGCAGGGCTACTCTGAGGCTTGGCGGGAAAAAGAACAGAGGGGAGGGGCCG TACCTTCTCGGTATAAAAGCCAGTTTTCTGGGCTTTATCTGACTCGCTGTAGTAATTCCAGCGAGAGGCA GAGGGAGCGTGCGGGCGGGCCCTCCAGGGTGGAAGAGCCGAGCTAGCCTAGCGAGCGGAGTCGCGCTCCG GGCGCCCGGGGAAGGGAGATCCGGAGTCAAAGGGGGGCTTCTGCGCCTTCAGCCCGGCCGGCCCCCACCC CACCCACCCCGCGGACCCCTGCTAGCGGTCCGCCACCCGCGCCGCATTCGCGAAACTTTGCCCACTGGAA CTTACAACATCCGAGCGACACCAAGACTCCCCGGACGCAGAGAAGCTCTTCTGCCTTTTTGGGGAGACAC TTTCCCCCGCCGCTGCCCACGACCCGCGCCTCTGAAAGGCGCTCCTCGCCGTTTTTTGGACGCTAGATTT CCTTCGGATAGTGGAAATACGGGTGAGCACCCGGACCTATTGGCCTTTTTCATTTATTTTTGCTACCTCC TTAACGCCGCGATGAGCAGAACGCCCGAATCGAGTGTCTTTTCTCCCATTCCTGCGCTATTGACACTTTT CTCAGAGTAGTTGTGGCTGGTCGGGTTGGAGTGGAGAGGAACCAGAACTGGGTCGGGGTACAGTGACTTG TCAAGATGGGAAGAGAGAGGAAGGCAGAGGGAAACCGGGGGTGCGTTTTCTGAAAGTAGCCTTTAGAGGT TTTTCCTCGCCTTAGATGGACGCTGACCCCGGCCGGGTGGACATTCATGCTTTATTGCATTAATTGCTTT TTTGCCTTTTGTCGGGAAGAAGAAGGGTATGCTTCGCGGTTGGCAGAAAACCCTTTACATCCTGAACTCC TTGGAGTAAGAATTACACATTGCATATGTGAGCGAAGAAAGCTCCGCAGCCGCTGACTTTTCCCTGTCTG GAAAAGGGCATTTAAATTTCGGCTTACTGCATTTCTGACAGCCGGAGACAGACACTGCGGCGCGTCCCAC CGCCGATCCCCTCGGCGTCTTCAACGCTCCCGGCTCCTTTTAGAAGTTGGCCTTTGGCTTTTTTTTTTTT TTTAAGGATAATAAAATTAAAGATTTTGGTCTACAGAGAGGTTAGGATTCGGTGTTGGGAAGGCGCGGGG ACGGGGAAAAGGAAGGTGGGGCAAAGATGTGTCCGAGTCTCCTGGAATTATTGACTCGGGGTCGGAGGGA ATGAGGGCAAAATCTCTGCACCCAGCCTTGGCTCCCCGGCCGCCTCCGGGGTCCCCGCGCGGGTGTCCCT GCGCCCCCTGAGATGCGGAGGACGGCCAGGAGCGGGGCTCCGGGCTTTTCGAGAACAGCTGCTACCCTCG GCGGGTGAGGGGGAAGACGCCAGGCTCCGGGCGCAGAATCGTAGCAGGGTTTCTGGCGCAGTTGGGTCGC CGTATTGAGTGTTGAAGGGAGACGTCTCTGTTATTATTTAACACTCTCCTTTTATTTATGGGGGGGGGGG GGGGCTGGTTGGAGAAGGGCTAAGGCTCAAAGCTGAGCTAGCCACCCCAGCCGGAGAGAGAAGGAAAGCC CGCAAAGGAAGGAAGGGGGGCGCGCTGGGGGTAGGGATGCGGGAGGCGGAGAAGGGAGGCTGGGAGGGGC GGCGGCGCCGGCAGGGGAAGCAGCGAGACGAGGGCGCGCGAGTGGGAACGGGCGCGGCGCTAGGGACCCG GGAGCGGGAGGGGGCTGAGCGCAACCGCTCCAGCCATGGCGCCTCTCGCCGCCTCCTTCAGGTGGCGCAA AACTTTGCGCCTCGGCGTTTGGCAGATCCTATTCTCCACCGCCGCCGCTGCCACCGCCGCCGCCGCCTCC CCCGGCCTGTGACGGAGGCCAAAGCTGATTTCGATTGCTCGGCGGTGGCGGGGCAGACTCCCGGGCTTCG CGCTCCAGGCTCCCCGCCGGGGAGCAGAAAAGCCCCGCGGCGCTGAGGAGCTGGTTCGCCAAGTGTGTGT CTGAGATAGTAGAGGGTAACTAAGAGCGGGCTAAAAGGGTGCCTTTTTTGTCCGTTCCCCACCTCCCATC AGCCCCATTTAGGGATAGCGCTGGAAGGGGAGTGGTTCTGGATTGTGGCGCGCGGCGCGCGGTGCGCGCT GCGTGGGGTTTCAGCACCATCCAAGACCCCTTTAACTCAAGACTTGCCCCGTCTTTGTGTGCCCCCTCCG GCAGGCTTGCAGCGATGCCCCTCAACGTCAGCTTCGCCAACAAGAACTATGACCTCGACTACGATTCGGT GCAGCCTTATTTCTACTGCGACGAGGAGGAGAACTTCTACCACCAGCAGCAGCAGAGCGAACTGCAGCCG CCGGCGCCCAGCGAGGATATCTGGAAGAAATTCGAGCTGCTGCCCACCCCGCCCCTGTCCCCTAGCCGCC GCTCCGGGCTCTGCTCGCCGTCGTACGTCGCGGTCGCCTCCTTCTCGCCCAGGGGAGACGACGACGGCGG CGGCGGCAGCTTCTCCTCAGCGGACCAGTTGGAGATGGTGACCGAGCTACTAGGAGGCGACATGGTGAAC CAGAGCTTCATCTGCGACCCCGACGATGAGACCCTCATCAAAAACATCATCATCCAGGACTGTATGTGGA GCGGCTTCTCGGCCGCCGCCAAGCTCGTCTCGGAGAAGCTGGCCTCTTACCAGGCTGCGCGCAAAGACGG CGGCAGCCCGAGCCCCGCCCGCGGGCACGGCGGCTGCTCCACCTCCAGCTTGTACCTGCAGGACCTGAGC GCCGCCGCCTCCGAATGCATCGACCCCTCGGTGGTCTTCCCCTACCCGCTCAACGACAGCAGCTCGCCCA AGCCCTGCGCTTCCCCGGACTCCACCGCCTTTTCTCCGTCCTCTGACTCTCTGCTCTCCTCTGCTGAGTC CTCCCCGCGGGCCAGTCCCGAGCCCCTGGCGCTCCATGAGGAGACCCCACCCACGACCAGTAGCGACTCT GGTAAGCTGGGACCCTCCAGGCGCGTCAGAGGGGTCGGCTGGCTGTCTTTCCTATTCTCATTGGCTGCCA ACTCAAGGGGCCACACTTCAGTTGCCCCCACTCCCCGCCCCCCGCCCCCAGCCTTTCCCCCCTTATATTT GGAAAAGAAATGGAAAGTCTGGAAGGATCTGGGAGCTCACCATCCCTGAAACACTGAGCCTTAGTGTTCT TCCCACTCCTTCCCCTAAGATAGCCCTAGTGGCCAGTCCTCTCCTTTCCCTTCCCTCCCCTTAGGAATTT CTTTTGGGTTTTTAAATCTTCTAGCTTATCTAGCAACTCAATCCGCTCCCTCTTACCCCTCTTAAGCATT TTAATTGCCCTGGAAGGGGGCGGGGCGAGTCGTCGTCGTGGAGTTAAGAGAGGATTGATCTCTCCGAGAG TGAATGAATTACCTCCCTCCTCCCTTCAGAGTTGTTGGGATCTAATGGACTACAGATCAACAAAAATGAA GAGAGTCAGTGTACAGAGACCGGGCAGCCTCCCTCCTGAGCGCCGGGAGCTAGTGAAAAGTGCCTTAAAA GTGTATGGACTGAGTTGGGATCTTTGCACCTCTTTTGAACACTTAAAAGCCAGACCTTTCCAAAATTGGA CTTCGTTTTTTCCTTCCCCCACCTTCTAGGACTTTTGGCAAAGCTGCAAGACTTTTTTTTTTTCTTTTTG CACTTCCAGTAAGATAGGGGGTTGCTAAAGTTATACCAAAGATTTGCAGCTATCATTTGCAACACCTGAA GGGTTCTTGGTAAAGATAAAGTCCCTTGCAAATAGGAGGTGCTTGGGAATGTGCTTTGTCTGGGTGTGTC

CAGGGCCTCATTAAGTCTTAGGTAAGAATTGGCATCAATGCTGTATCCTGGTAAATTGTAATTTTCTTGT CTGTGCCATAAACCCAGCTGTCATTTTCCTCCCTGAGACTCTGTCTTCTTGAGAAGAAAAGCAGAGATGA TTGGCTACCTGTCTGGGAATAACTTTGTGCCAGGGTCCTTTTTATTTTTTTAGCCACACCCAATGGCATG TGGGATGCTTAGTTCCCCAACCAGGGATCAAAACTTGCCCCCTGTGTTGGAAGCATGGAGTCTTAACCAC TGGACTGGCAGGGACGTCCTCCGGGTCCTCTCTTACCTAATAATCCTTTGTATTGGCATAGCATTAATTT CATCTGGTCACTGATTGCTTTAAGGAAACCGTTGTTAACTGGGTGATTTTTTCTTTCTTTCTTAAAGAGG AAGAACAAGAGGATGAGGAAGAAATTGATGTTGTTTCTGTGGAAAAGAGGCAGCCCCCTGCCAAAAGGTC AGAATCGGGGTCACCCTCTGCCGGCAGCCACAGCAAACCTCCTCACAGCCCGTTAGTCCTAAAGAGATGC CACGTGTCTACCCATCAGCACAATTACGCAGCGCCCCCCTCCACTAGGAAGGACTATCCCGCCGCCAAGA GGGCTAAGTTGGACAGTGGCAGGGTCCTGAAACAGATCAGCAACAACCGCAAATGTGCCAGCCCGAGGTC TTCGGACACGGAGGAGAATGACAAGAGGCGGACACACAACGTTTTGGAGCGCCAGAGGAGAAACGAGCTG AAACGCAGCTTTTTTGCTCTTCGTGACCAGATCCCAGAGTTGGAGAACAATGAAAAAGCCCCCAAGGTAG TTATCCTTAAAAAAGCCACAGCGTACATCCTGTCGGTCCAAGCAGAGCAGCAAAAGCTCAAGTCAGAAAT AGACGTGTTGCAGAAGAGGCGAGAACAGTTGAAACTCAAACTTGAACAGATACGGAACTCTTGCGCCTAA ATTGACCTATTGGAGGGAGGAACTGGACTCCCTCAGGAAATTCTCATTTGTTACTAAGGGAAAGTGAGGA AAAAGGTTCCCTCTGTCAACTCCTTACATAGGAACATCTTTCATATGCATGAACAACCTCACAACCTTGG CTGGATCTTTAAGACTGAAAGATTTAGCCATACTATAAACTGCCTCAACTTTGGGCATAAAAGAACTTTT TTTTTATGCTTACCATTTTTTTTTTCCTTTAACAGATTTGTATTTAAGAATTGTTTTTAAAAACTCCTGA ATTTCACCCAATTTTCCTTTGTAAATATAGCCATTAAATGTAAATAACTTTAATAAAATTTATAGTAGGT ATTCCTACTATAATATAGGTATAATTTTTTTATTTAAGTACATTTTCCTTTTTAAAGTTGATTTTTTTTC TATTGTTTTTAGAAAAAATAAAATATCTTCAAATATATAATTGAGCCAAATCTTAA


Bovine THAP11
>NC_037345.1:35347444-35351618 Bos taurus, THAP11 +2.5 KB upstream ARS- UCD1.2
TAAGCAGATGTATTACATAATCATATTTTCTCTGGCAATGATGTAAAGAACAGATTGCAAGGGAGGCAAG ATTGGAAGTAGGGAGACATGTGACAAAAGTTCTTGCCTTTCTCCAGAGGTGACAAGATAAAAGGTGGCCA GGGCAGTGAGGGTAGAGAGAAAACCATGCATTGCATTCCAGGTATTTTTTTCAGTGTAGAATACTATGTA GATTAGAAGTCATTTTATGTACTAGAAGGTAGAGTTCTATAAAGCATAATCTTCAATGTTCTGTACACAA AGAAATGACATCAATTTGACCTCTCACCAACTTTTTTTGAGTAAGGTATGTCTTGAGACTGGTAGGAGTA GAACCATATTGGTAACTGTATGACAATGAAAATATATAACAATACAATGATCTTTTGCTGAGTTTTATCT CTACCGCACACATTTTATAGACATTCAAACATATAACAAAGTGTGTATTCATGTTTTAATAGTATAAATG ATTCACCCAAATGAATGCACATGTTTCAGCATGAGCTACACATACTATAGAATGCATTTCTGAATCTAAA TTGGTTCAAGCCGTGGACCTCAATAGCATTGGCCAGGAGGGATGGTTCTGTGGAACCCACACAAATAACA AAGAATCACACTGGTCGTAAACAGAAATGTAAACAGGTAATGTTTGGGTGTTGGGACCAGAAAAATAGGT CTTCCCACTTCCTGCACTGTCCTGTATGCTTCTAGAACATTTTATGTATGGGTTTGTTTTACAATAAATA ACAAACTTAAAAAAAAAAAAATAACAGTTGTAGTGCTATTGTTCTCTTCTGCAGTTAACTCGGAGCGCTA TTGTTCTTTTTAAAAGGCCCGATCTATTTTTTTTATATCAAATAATTAGAAATAATGTATACTAGGCTTT GAAAGACTACCTGTGGTTTGTAATCAGAAGAGCACAAAATGAGGAGGGAGAGTCAGGAGAAAGGGAGAAG AAGGGCAAGAAGTAGGAGGAACGGGGTACTCAGCAAAGGAGGAGGGCTAGCTTACAGTTAATTCTTCTGA ACAAGAGCCTGCTTCCTTGGTTTTCCAGTCTCTCTTGCCCTTTAGAACACTTTCCTCAGAGAAGTCGAGG GAATCGGTAGGTAACTTGTTACAATACAAATCTTGTCCATCCTTTCGTTTCACACCCTTCCAACAGTTCG CAGTCGCTGTCATAATAAAACCACAAATCTTTTAAGGTGGCCTGGTTTGGTTATCTTTCGGAGCTTCTGC CATTCTGTCTCTTTAAGGGCGGAGCCTAGCTCCTGCTTGCCTCAGGGCGTTACATACTGGCGCCCAGGGA AAGAACCAGCTGCTCCTAGCTACCCAAGCTTTCGTGGATGTTTACGTTTTTGGTTTTGTTTTTTACGTTA CACAACTTTGGGGGTCGTAGTTCCGGGAACAGGGATGCGACACGTGCCCTATGCAGTGGAAGCTGAGTCT TAAACACTGGACCACCAGAGAAGTCCCTTATGGATTTTTTTCTTCTGGGGCCTCCGCCTCCGAATTTTTC CTCTCGTGTTCTTTTTTTTTGGAGTGTTTATTTCTGTGATTAGACATCCATTAGCGTGCATTCACATCTA TTATCCAAGTCCGACCCTCAGTCCCTCTATAGTCGTGTCGGGTCGACTTGGTTCCTACATGATTTCCAAC TCCGTGCACTGTGTTCCGCACACAGTAGGCACCCAGTGATTGACTATATGTGATCATTGGTCAGTAAGTG AGTCAACGCAAGCAGCGTCAAAGTCGGTGGGAGTCTCCAATGCAGACAAAGACGCTCCTGAGGCCCCGGT GGGAGGCTAAGGCCCTGCCTCCCCTCCCCCGCAGGAATGCCGCGAACAGAGCGGCTCTGGGTTGTGGGAC CGCTTCCGGCGTACAGCACAACCTAATCCGTATCCTGATCAGCTTGCAACCCGACCTTTCCCTTAGGCGG CGCTCCAGGCCGCAGCCGCCAAGTTTAGCGCAAGGCATTGCGGGATTTGTAGTTTCGCTGGGCACACGCC CAGAGCGCATGCGCACTGGAGAGGCGCGCACCGCCCAACCCACTTCAGGATTCCAGGTCCTTGCGAAGGG CTCTCCAAGCGACAGAGCTCCAACCGAATACGCCTCTCTAGTCCGCCGAGGGTGAGCCGAGTAGGTGAAG AGTCCTCTCTACGTGGCTCGTCGCCGTGCACTGGAAAGCGGCCGGAATAAGCACGCCCCCGCTCCGGAAG TGAGCGGCTTCTGGCGCAGTGCATTGTGGGGGGCGTAGTCCTCCTCCTCAGGCGGTCCTTCGCGGCGTCC CCGGGGCCCACTCCGGAGCGCAGGCGGGCGGCTAGACCGGCGGCGCGGCGCGGGCCGGCGGGAGGCGTAT TCTGGGCACGGGGCGCTGAGTTAGGCCGGCCGTGCCGGGCGGCAGTAGTGGGAGGCCGCCCAAGGCCTCG CGCGGCGCCGCCCGTCGAGGGGCGGGCGGCGGCAGACAGACCCGACCGTCGAAAAGCGCAGGAGGCCGGT GGGCCGGGTCGGGCCGCGCGGCGCAGCCATGCCTGGATTTACGTGCTGCGTGCCGGGCTGCTACAACAAC TCGCACCGGGACAAGGCGTTGCACTTCTACACGTTTCCCAAGGACGCTGAGCTGCGGCGCCTCTGGCTCA

AGAATGTGTCCCGTGCCGGCGTCAGCGGGTGCTTCTCCACCTTCCAGCCCACCACGGGCCACCGTCTCTG CAGCGTTCACTTCCAGGGCGGCCGCAAAACCTACACTGTGCGAGTCCCCACCATCTTCCCACTGCGCGGC GTAAACGAGCGCAAAGTAGCACGCAGACCCGCGGGGGCCGCAGCCGCCCGCCGCAGGCAGCAGCAGCAGC AGCAACAGCAGCAGCAGCAACAGCAACAGCAGCAGCAGCAGCCGTCGCCGTCCGCTTCCACTGCCCAGAC CACTCAGCTGCAGCCTAACCTGGTATCTGCTTCTGCGGCTGTGCTCCTCACCCTTCAGGCCGCTGTAGAC AGCAGCCAGGCTCCAGGAACCGTGCCGCCGGTGCCCACCACTCCCACGGGAGAAGACGTTAAGCCCATCG ACCTGACGGTGCAAGTGGAGTTCGCGGCCGCAGAGGGCGCAGCCGCCGCCGCCGCTGCGTCGGAGCTAGA GGCTGCTACAGCAGGGCTGGAGGCCGCCGAGTGCCCCATGGGCCCACAGTTGGTGGTGGTGGGCGAAGAG GGCTTCCCTGATACTGGCTCCGACCACTCGTACTCGTTGTCGTCAGGCACCACGGAGGAGGAGCTCTTGC GCAAGCTGAACGAGCAGCGGGACATCCTGGCGCTAATGGAAGTGAAGATGAAAGAGATGAAGGGCAGCAT TCGTCACCTGCGTCTCACCGAGGCCAAGCTCCGCGAAGAACTTCGCGAGAAGGATCGGCTGCTGGCCATG GCTGTCATCCGCAAGAAGCACGGAATGTAAACGAGTCCCTTTTTGGCCCTCCGGACTCCCAGATCCCTGC CAGCTTAGAGGGACCTGAGGCCACCGTTGTTGAACTCCCTCATACTCCTGGGGCACTGTTTGACAGTACT GAGGCTTAGGGCAGCTGGACTCTTTTGCTGGTGACCTAGTACCCTCTCATTTCCTCCTGAAGCAACGTCC TGAAGTCTGAGACTGCACTAGGGACACCAGCGGTTATGACTTTGTCTACCCATCCACACCTTCACTCCCT AACCCCAAGTTTATATTGCAGGTTCTGGTTAAGCAGAGGCTTCAGAACCACTGAACTTGAAACTTACCCC ATAGGGATGCAGGTGGGATGCTGGAGGACTATGGCTTTGGGAAGACAACACCTTGAGTTTGGCTGGCAAT CAGAGACAATTGTTGTGTGTGTAGTGATAAGAGATCCAAGTAACATCAGTTCTACTTTTTTGTGCTTTTC CTTCCCAGGTGCAGCCTGTGATTCTGATGGGGACTGGCAGATCTGTGCCTCAGCTTCCTAGGACTTCCCT CCCAGGAGGCCATCTACAAGGGGATCTAGGTGACCTGTTGATGGAAATCCAGCCTGCCAGGGACTTAGGT CTATCCTGTTATGTTTGCTACTGGTTACAAATTCTATTTTCTGTACAATTAGTCAGACTAAAGTTTTCAC TGTGTTTGTTTGGCAAAACGAATTAAACAGAAAATAAGGTTTTTA

Table S1. Transcription factors regulated by follicle-stimulating hormone (FSH) signaling pathways
	Transcription factor
	Species
	Cell type
	Experimental setting
	Main findings
	References

	AP-1(JUN) 
	Rat
	Granulosa
	Cell culture
	Induced by FSH and is a plasminogen activator
	Ness and Kasson, 1992; Yang et al., 2008

	C-FOS
	Human, rat
	Granulosa
	Cell culture
	Induced by FSH; Regulates genes involved in ovulation
	Ness and Kasson, 1992; Choi et al., 2021

	CREB
	Rat
	Granulosa
	Cell culture
	Regulates steroidogenesis genes via FSH mediated protein kinase A (PKA) signaling
	Hunzicker-Dunn, M. and Maizels, 2006; Fang et al., 2012

	FOXL2
	Human, mouse
	Granulosa
	Cell culture
	Induced by FSH and repressor of steroidogenic genes
	Kuo et al., 2012; 
Stocco et al., 2017

	FOXO1
	Rat
	Granulosa
	Cell culture
	Regulates 60 % of FSH responsive genes
	Herndon et al., 2016

	FOXO3A
	Swine
	Granulosa
	Cell culture
	Regulated by FSH under PI3K/AKT signaling
	Wang et al., 2012

	NFκβ
	Swine
	Granulosa
	Cell culture
	FSH inhibits NFκβ activity and induces autophagy
	Gao et al., 2016

	RARα
	Mouse
	Sertoli, Granulosa
	Cell culture
	FSH induces RARα and increases retinol uptake
	Santos and Kim, 2010;             Liu et al., 2018

	STAT3
	Bovine
	Cumulus
	IVM of COCs
	Down-regulates a microRNA  downstream EGFR/FSH signaling
	Rougny et al., 2018; 
Tscherner et al., 2018

	TCF3
	Rat
	Granulosa
	Cell culture
	Induces the receptor for luteinizing hormone in a PKA and FSH dependent manner
	Law et al., 2013

	TCF4
	Human
	Granulosa-like tumor cells
	Cell culture
	Induced by FSH via PKA signaling 
	Tremblay and Sirard, 2020

	TP53
	Bovine
	Cumulus
	IVM of COCs
	Down-regulated under FSH supplementation
	Khan et al., 2015

	Candidate transcription factors

	MYC
	Mouse
	Embryonic stem cells
	Cell culture
	Binds > 3,500 sites in the genome
	Kim et al., 2008

	THAP11
	Human
	Embryonic stem cells
	Cell culture
	Binds 866 sites; Contributes mostly to control of transcription, mRNA splicing and cellular metabolism 
	Dejosez et al., 2010

	ZFX
	Moue
	Embryonic  and hematopoietic stem cells
	Cell culture
	Regulates FSH responsive gene PTGS2
	Galan-Caridad et al., 2007

	ZNF281
	Mouse
	Embryonic stem cells
	Cell culture
	Binds > 600 sites in the genome
	Kim et al., 2008


COCs: cumulus-oocyte complexes. IVM: in vitro maturation. AP-1(JUN): Jun proto-oncogene, AP-1 transcription factor subunit. C-FOS: FOS proto-oncogene, AP-1 transcription factor subunit. CREB: cAMP responsive elements binding protein 1. EGFR: Epidermal Growth Factor Receptor. FOXL2: Forkhead box L2. FOXO1: Forkhead box O1. FOXO3A: Forkhead box O3. MYC: MYC Proto-Oncogene, BHLH Transcription Factor. NFκβ: Nuclear factor kappa B subunit 1. PTGS2: Prostaglandin-Endoperoxide Synthase 2. PI3K: Phosphatidylinositol 3-Kinase. RARα: Retinoic acid receptor alpha. STAT3: Signal transducer and activator of transcription 3. TCF3: Transcription factor 3. TCF4: Transcription factor 4. THAP11: THAP Domain Containing 11. TP53: Tumor protein p53. ZFX: Zinc Finger Protein X-Linked. ZNF281: Zinc Finger Protein 281.




Table S2. Prediction of transcription factor binding sites (TFBS) using PROMO 3.0.
	Transcription factor
	Species
	PROMO code
	Notes

	AP-1
	Human
	T00029
	-

	C-FOS
	Human
	T00123
	-

	CREB
	Human
	T00163
	-

	FOXL2
	-
	Not available
	Unable to predict TFBS

	FOXO1
	All species
	T04203
	-

	FOXO3A
	Human
	T02938
	-

	NFκβ
	Human
	T00590
	-

	RARα
	Human
	T00719
	-

	STAT3
	Human
	T01493
	-

	TCF3
	All species
	T02857
	-

	TCF4
	Human
	T02918
	-

	TP53
	Human
	T00671
	-

	MYC
	Human
	T00140
	-

	THAP11
	-
	Not available
	Unable to predict TFBS

	ZFX
	-
	Not available
	Unable to predict TFBS

	ZNF281
	-
	Not available
	Unable to predict TFBS


AP-1(JUN): Jun proto-oncogene, AP-1 transcription factor subunit. C-FOS: FOS proto-oncogene, AP-1 transcription factor subunit. CREB: cAMP responsive elements binding protein 1. FOXL2: Forkhead box L2. FOXO1: Forkhead box O1. FOXO3A: Forkhead box O3. MYC: MYC Proto-Oncogene, BHLH Transcription Factor. NFκβ: Nuclear factor kappa B subunit 1. RARα: Retinoic acid receptor alpha. STAT3: Signal transducer and activator of transcription 3. TCF3: Transcription factor 3. TCF4: Transcription factor 4. THAP11: THAP Domain Containing 11. TP53: Tumor protein p53. ZFX: Zinc Finger Protein X-Linked. ZNF281: Zinc Finger Protein 281.












Table S3. Predicted of transcription factor binding sites (TFBS) for twelve selected genes in MYC and THAP11 loci using PROMO 3.0
	Transcription factor
(PROMO code)
	Locus 
	Genomic site 
(first/last base-pairs in reference to the TSS)
	DNA-binding Motif

	AP-1 (T00029)
	



MYC
	-2,166/-2,159
	GGTAGTCA

	
	
	-2,011/-2,004
	AGCAGTCA

	
	
	-1,992/-1,985
	TTCAGTCA

	
	
	-1,624/-1,617
	TGACTCCA

	
	
	-1,403/-1,396
	CTCAGTCA

	
	
	-378/-371
	AAGAGTCA

	
	
	-163/-156
	GGAAGTCA

	
	
	1,372/1,379
	CGGAGTCA

	
	
	1,834/1,841
	TGACTTGT

	
	
	2,104/2,111
	TGACTTTT

	
	
	2,382/2,389
	TGACTCGG

	
	
	4,054/4,061
	TGACTCTC

	
	
	4,641/4,648
	GAGAGTCA

	
	
	5,888/5,895
	TCAAGTCA

	
	



THAP11
	-2,285/-2,278
	AGAAGTCA

	
	
	-1,542/-1,535
	GAGAGTCA

	
	
	-779/-772
	TGACTATA

	
	
	-752/-745
	GTGAGTCA

	
	
	1,177/1,184
	TGACTTTG

	
	
	1,608/1,615
	ATTAGTCA

	C-FOS (T00123)
	MYC
	-2,498/-2,491
	TGGGTCAT

	
	
	-2,428/-2,421
	TAGGTCAA

	
	
	-2,165/-2,158
	GTAGTCAG

	
	
	-2,104/-2,097
	GAGGTCAA

	
	
	-2010/-2003
	GCAGTCAT

	
	
	-1991/-1984
	TCAGTCAT

	
	
	-1932/-1925
	GCTGTCAC

	
	
	-1894/-1977
	ACTGTCAA

	
	
	-1625/-1618
	TTGACTCC

	
	
	-1402/-1395
	TCAGTCAT

	
	
	-1205/-1198
	CTGACCGT

	
	
	-851/-844
	TTGGTCAC

	
	
	-689/-682
	ATGACATA

	
	
	-377/-370
	AGAGTCAG

	
	
	-162/-155
	GAAGTCAA

	
	
	548/555
	TTGACACT

	
	
	892/899
	CTGACCGT

	
	
	1,249/1,256
	CTGACTCG

	
	
	1,373/1,380
	GGAGTCAA

	
	
	1,760/1,767
	TTGACACT

	
	
	1,833/1,840
	GTGACTTG

	
	
	1,933/1,940
	CTGACCCC

	
	
	2,103/2,110
	CTGACTTT

	
	
	2,155/2,162
	CTGACAGC

	
	
	2,381/2,388
	TTGACTCG

	
	
	3,039/3,046
	GTGACGGA

	
	
	3,404/3,411
	AACGTCAG

	
	
	3,429/3,436
	ATGACCTC

	
	
	3,698/3,705
	GTGACCGA

	
	
	4,053/4,060
	CTGACCGA

	
	
	4,172/4,179
	CGCGTCAG

	
	
	4,642/4,649
	AGAGTCAG

	
	
	5,077/5,084
	GCTGTCAT

	
	
	5,475/5,482
	AAGGTCAG

	
	
	5,487/5,494
	GGGGTCAC

	
	
	5,708/5,715
	ATGACAAG

	
	
	5,889/5,896
	CAAGTCAG

	
	
	5,972/5,979
	TTGACCTA

	
	
	6,052/6,059
	TCTGTCAA

	
	















THAP11
	-2,410/-2,403
	GTGACAAA

	
	
	-2,284/-2,277
	GAAGTCAT

	
	
	-2,215/-2,208
	ATGACATC

	
	
	-2,204/-2,197
	TTGACCTC

	
	
	-2,130/-2,127
	ATGACAAT

	
	
	-1,541/-1,534
	AGAGTCAG

	
	
	-1,304/-1,297
	GCTGTCAT

	
	
	-780/-773
	TTGACTAT

	
	
	-763/-756
	TTGGTCAG

	
	
	-751/-743
	TGAGTCAA

	
	
	-736/-729
	AGCGTCAA

	
	
	178/185
	GGCGTCAG

	
	
	583/590
	CTGACGGT

	
	
	759/766
	GTCGTCAG

	
	
	860/867
	TTCGTCAC

	
	
	931/938
	GCTGTCAT

	
	
	1,060/1,067
	TTGACAGT

	
	
	1,101/1,108
	GTGACCTA

	
	
	1,176/1,183
	ATGACTTT

	
	
	1,609/1,616
	TTAGTCAG

	C-MYC (MYC)
(T00140)
	MYC
	5,551/5,556
	CACGTG

	
	THAP11
	-1,059/-1,054
	CACGTG

	CREB (T00163)
	MYC
	3,402/3,410
	TCAACGTCA

	
	THAP11
	-
	-

	









FOXO1 (T04203)
	



MYC
	-1,971/-1,961
	GAAAACAACCC

	
	
	-1,655/-1,645
	GTAAGCAAAAC

	
	
	-498/-488
	GTGAACAAATC

	
	
	895/905
	ACCGTGTTTAC

	
	
	5,369/5,379
	CCGTTGTTAAC

	
	
	6,290/6,300
	GTAAATAACTT

	
	THAP11
	-2,457/-2,447
	GTAAAGAACAG

	
	
	-2,227/-2,217
	GTACACAAAGA

	
	
	-1,853/-1,843
	GTAAACAGAAA

	
	
	-1,841/-1,831
	GTAAACAGGTA

	
	
	-1,135/-1,125
	TGGATGTTTAC

	
	
	-1,114/-1,104
	TTGTTTTTTAC

	
	
	301/311
	GTAAACGAGCG

	
	
	957/967
	GTAAACGAGTC

	
	
	1,179/1,189
	ACTTTGTCTAC

	FOXO3A (T02938)
	MYC
	-2,382/-2,375
	CCCTTAAG

	
	
	-2,380/-2,373
	CTTAAGAC

	
	
	-2,314/-2,307
	CTTATTTG

	
	
	-2,157/-2,150
	ACCTTAAG

	
	
	-2,155/-2,148
	CTTAAGAC

	
	
	-1,904/-1,897
	GTGATAAG

	
	
	-1,658/-1,651
	GCAGTAGAG

	
	
	-1,429/-1,422
	TCTGTAAG

	
	
	-1,223/-1,216
	CTTAGCCA

	
	
	-1,170/-1,163
	CTTATGCA

	
	
	-1,059/-1,052
	AATTTAAG

	
	
	-940/-933
	CTTACTTT

	
	
	-799/-792
	CTTAAAAC

	
	
	-611/-604
	CTTATAAC

	
	
	-405/-398
	CTTACTAT

	
	
	-383/-376
	AATTTAAG

	
	
	-264/-257
	CTTAGATG

	
	
	-115/-108
	CTTACCGG

	
	
	201/208
	CTTACTCC

	
	
	554/561
	CTTAAAAA

	
	
	663/670
	CTTAGGGA

	
	
	758/765
	GATTTAAG

	
	
	1,491/1,498
	CTTACAAC

	
	
	1,700/1,707
	CTTAACGC

	
	
	1,921/1,928
	CTTAGATG

	
	
	2,053/2,060
	GGAGTAAG

	
	
	2,143/2,150
	CTTACTGC

	
	
	2,259/2,266
	TTTTTAAG

	
	
	2,697/2,704
	GGGCTAAG

	
	
	3,187/3,194
	TAACTAAG

	
	
	3,456/3,463
	CTTATTTC

	
	
	3,846/3,853
	CTTACCAG

	
	
	4,149/4,156
	CTGGTAAG

	
	
	4,282/4,289
	     CTTATATT

	
	
	4,350/4,357
	CTTAGTGT

	
	
	4,372/4,379
	CCCCTAAG

	
	
	4,420/4,427
	CTTAGGAA

	
	
	4,455/4,462
	CTTATCTA

	
	
	4,482/4,489
	CTTACCCC

	
	
	4,491/4,498
	CTTAAGCA

	
	
	4,541/4,548
	GAGTTAAG

	
	
	4,704/4,711
	CTTAAAAG

	
	
	4,752/4,759
	CTTAAAAG

	
	
	4,856/4,863
	CCAGTAAG

	
	
	4,998/5,005
	TCATTAAG

	
	
	5,007/5,014
	CTTAGGTA

	
	
	5,009/5,016
	TAGGTAAG

	
	
	5,208/5,215
	CTTAGTTC

	
	
	5,262/5,269
	CTTAACCA

	
	
	5,302/5,309
	CTTACCTA

	
	
	5,357/5,364
	GCTTTAAG

	
	
	5,401/5,408
	CTTAAAGA

	
	
	5,621/5,628
	GGGCTAAG

	
	
	5,836/5,843
	CTTAAAAA

	
	
	6,021/6,028
	TTACTAAG

	
	
	6,063/6,070
	CTTACATA

	
	
	6,116/6,123
	TCTTTAAG

	
	
	6,189/6,196
	CTTACCAT

	
	
	6,221/6,228
	TATTTAAG

	
	
	6,351/6,358
	TATTTAAG

	
	






THAP11
	-2,182/-2,175
	TGAGTAAG

	
	
	-1,724/-1,717
	CTTAAAAA

	
	
	-1,469/-1,462
	CTTACAGT

	
	
	-1,281/-1,274
	CTTTTAAG

	
	
	-1,230/-1,223
	TCTTTAAG

	
	
	-1,031/-1,024
	CTTAAACA

	
	
	-1,003/-996
	CTTATGGA

	
	
	-759/-752
	TCAGTAAG

	
	
	-676/-669
	AGGCTAAG

	
	
	-548/-541
	CTTAGGCG

	
	
	-286/-279
	GGAATAAG

	
	
	566/573
	ACGTTAAG

	
	
	1,004/1,011
	CTTAGAGG

	
	
	1,075/1,082
	CTTAGGGC

	
	
	1,236/1,243
	TGGTTAAG

	
	
	1,273/1,280
	CTTACCCC

	
	
	1,374/1,381
	GTGATAAG

	
	
	1,554/1,561
	CTTAGGTC

	
	
	1,661/1,668
	AAAATAAG

	NFκβ (T00590)
	MYC
	1,906/1,916
	GAGGTTTTTCC

	
	
	2,743/2,753
	GGAAAGCCCGC

	
	
	4,302/4,312
	GGAAAGTCTGG

	
	
	6,006/6,016
	GGAAATTCTCA

	
	THAP11
	-1,172/-1,162
	GGAAAGAACCA

	RARα (T00719)
	MYC
	-2,430/-2,421
	TCTAGGTCAA

	
	
	-2,106/-2,097
	CTGAGGTCAA

	
	
	3,429/3,438
	ATGACCTCGA

	
	
	5,473/5,482
	AAAAGGTCAG

	
	
	5,972/5,981
	TTGACCTATT

	
	THAP11
	-2,204/-2,195
	TTGACCTCTC

	
	
	1,101/1,110
	GTGACCTAGT

	
	
	1,520/1,529
	GTGACCTGTT

	STAT3
(T01493)
	MYC
	-1,952/-1,941
	TCTTCCAGGAAG

	
	
	-1,951/-1,940
	CTTCCAGGAAGG

	
	
	1,179/1,190
	TTGGCGGGAAAA

	
	
	1,989/2,000
	TTGTCGGGAAGA

	
	THAP11
	-1,081/-1,070
	AGTTCCGGGAAC

	
	
	-1,080/-1,069
	GTTCCGGGAACA

	TCF3 (T02857)
	MYC
	-2,090/-2,080
	CCTACTTTTAT

	
	
	-1,790/-1,780
	GTTGTTTTGAT

	
	
	-268/-258
	TCTCCTTAGAT

	
	
	2,655/2,665
	TCTCCTTTTAT

	
	
	6,167/6,177
	ATAAAAGAACT

	
	THAP11
	-1,873/-1,863
	AACAAAGAATC

	
	
	-1,623/-1,613
	ATCAAATAATT

	
	
	-1,488/-1,478
	AGCAAAGGAGG

	
	
	-930/-920
	ATTTCTGTGAT

	
	
	1,384/1,394
	ATCCAAGTAAC

	TCF4 (T02918)
	MYC
	-1,629/-1,619
	CCCTTTGACTC

	
	
	6/16
	GCCTTTCATTT

	
	
	528/538
	ACCTCTGATCA

	
	
	1,374/1,384
	GAGTCAAAGGG

	
	
	2,657/2,667
	TCCTTTTATTT

	
	THAP11
	-2,375/-2,365
	AGATAAAAGGT

	
	
	1,434/1,444
	GCCTGTGATTC

	TP53 (T00671)
	MYC
	Not available
	Not available

	
	THAP11
	Not available
	Not available


TFBS predicted using gene bodies [transcription start site (TSS) to the end of the transcript] and promoters (2.5kb upstream DNA sequences from the transcription starting site - TSS). AP-1(JUN): Jun proto-oncogene, AP-1 transcription factor subunit. C-FOS: FOS proto-oncogene, AP-1 transcription factor subunit. CREB: cAMP responsive elements binding protein 1. FOXO1: Forkhead box O1. FOXO3A: Forkhead box O3. MYC: MYC Proto-Oncogene, BHLH Transcription Factor. NFκβ: Nuclear factor kappa B subunit 1. RARα: Retinoic acid receptor alpha. STAT3: Signal transducer and activator of transcription 3. TCF3: Transcription factor 3. TCF4: Transcription factor 4. TP53: Tumor protein p53.

Table S4. Protein-coding genes used for predicting of protein-protein interactome (PPI) in bovine FSH signaling pathways using STRING v11.5
	Gene symbol
	STRING ID
	Description
	Function

	AKT
	AKT1
	AKT serine/threonine kinase 1
	Kinase

	AP-1
	JUN
	Jun proto-oncogene, AP-1 transcription factor subunit
	TF

	Β-CATENIN
	CTNNB1
	Catenin Beta1
	Co-factor

	C-FOS
	FOS
	FOS proto-oncogene, AP-1 transcription factor subunit
	TF

	C-MYC
	MYC
	MYC proto-oncogene, bHLH                TF
	TF

	CREB
	CREB1
	cAMP responsive elements binding  protein 1
	TF

	EGFR
	EGFR
	Epidermal growth factor receptor
	Receptor

	ERK1
	MAPK3
	Mitogen-activated protein kinase 3
	Kinase

	ERK2
	MAPK1
	Mitogen-activated protein kinase 1
	Kinase

	FOXL2
	FOXL2
	Forkhead box L2
	TF

	FOXO1
	FOXO1
	Forkhead box O1
	TF

	FOXO3A
	FOXO3
	Forkhead box O3
	TF

	FSHR
	FSHR
	Follicle stimulating hormone receptor
	Receptor

	JAK1
	JAK1
	Janus kinase 1
	Kinase

	JAK2
	JAK2
	Janus kinase 2
	Kinase

	NFκβ
	NFKB1
	Nuclear factor kappa B subunit 1
	TF

	P53
	TP53
	Tumor protein p53
	TF

	PIK3CB
	PIK3CB
	Phosphatidylinositol-4,5-bisphosphate 3-kinase catalytic subunit beta
	Kinase

	PKA
	PRKACA
	Protein kinase cAMP-activated catalytic        subunit alpha
	Kinase

	RARα
	RARA
	Retinoic acid receptor alpha
	TF

	SRC
	SRC
	proto-oncogene tyrosine-protein kinase
	Kinase

	STAT3
	STAT3
	Signal transducer and activator of  transcription 3
	TF

	TCF3
	TCF3
	Transcription factor 3
	TF

	TCF4
	TCF4
	Transcription factor 4
	TF

	THAP11
	THAP11
	THAP domain containing 11
	TF



TF: transcription factor.
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